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Identification of QTLs Associated with Seed Weight in
recombinant Inbred Lines of Soybean [Glycine max (L.) Merr]

1) National Institute of Crop Science : Jung-Sun Kim"’, Ja-Hwan Ku'*, Jang-Yong Lee'
2) College of Agri. & Life Sci. Chungnam National University : Sang-Nag Ahn’

Al & 2 A
FT AEEF259 GC83006 oA ozl RILE o]&3dte] FHFTIH Bojste= QILs
2 FAn AW BAEAS ALHDA .
H]g_ ol Htg
O ANEA=
- AladF23%F x GC83006 F; RIL
0 AYH
- A2(H ) ¢ 9U(2005,2004), L F(2004), H F(2004)
= ‘1/.}._‘—‘1]&1;!] —

- SSR Primer, Silver stainning(5%)
O Map construction and QTL analysis
~ - Single Marker Analysis(Sas program v 9.1)

Al & ]

O ZA%3 dud QTLs: dAFT IE (v}7) D2 (Satt389), K (Sattd99), L (Satt481)
2 M (Satt306)o] =3t}
O 4 Zd 7|98t AEE Sattd81 25%, Satt306 20%, Satt389 14%, 12 Sattd99

o =

%2 FHEHA.

Azrx . 2x3 E-mail : kooch@rda.go.kr A3} : 031-290-6765

» 166 -



35 r
30 Shinpaldalkong? GC83006
O O
» 25
g
220 r
E

15 r

10 1

N

0 ! | |
19 21 23

Fig. 1. Frequency distribution of 100 seed weight in Shinpaldalkong2 x GC83006 RIL
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Fig. 2. The Location of QTLs associated with seed weight in Shinpaldalkong2 x GC83006
recombinant inbreed population. R* of QTLs are represented with green numerical.
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