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Algorithm 1: Index construction

Input : DNA sequence S, WindowSize |W|
Output : Binary Trie I, PageTable P, LeafTable L
Phase 1: Construct input sequences
1. WS := extract_WindowSubsequences(S, |W|);
2. sort(WS);
Phase 2: Build the index.
1. MaxNode = computeMaxNode(pageSize);
2. memPage = constructEmptyPage();
3. for(i =01 < |WS|; i++) {
4 insertSequence(WS;, memPage);
5 if(isOverflow(memPage, MaxNode)) {
6. memToDisk(memPage, I, P, L);
7
8
9

reConstructPage(memPage);
)

}
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Algorithm 2: Search-Trie

Input : Binary Trie I, Query sequence Q, Toletance T,
Page able P, LeafTable L

Output : set of answers

1 pu@hEQpagenumber Root_pageNumber);

2. push{Qnode[Root_pageNumber], RootNode);

while (notEmpty(Qpagenumber)) do {
pageNumber = pop fagenumber
while (notEmpty(Qnode[pageNumber])) do {
current Node = pop(Qnode iageNumber])
for each child node CN; of the current_Node do {
moreVisit = TRUE,

10 00 NIV Wt

10. Ap edBitString (CN_Path, current_Node, CN);

11. itCount( C Path mod 3 == 0

12. Dl"T CN AddCqumn(current_DPT, CN;_Path),

13. Let dist be the last row value of the new
added column;

14. if dist <= T then FindAnswer(CN;, L),

moreVisit = FALSE;

15. else moreVisit = FurtherVisit(DPT_CNj);

16.

17. if moreVisit {

18. if terminal_Node(CN;) then

FindCandidateAnswer(CN;, L);
else {

19. newPageNumber = getPageNumber(CN;, P);

20. if newPageNumber !'= pageNumber

21. and 1sEmpty(Qnoclefj ewPageNumber]) then

22. push(Qpagenumber, newPageNumber);

23. | push( Qnode%newPageNumber 1, CNu;

24.

2%}
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