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Cloningg %3} 2o} AZ3% plasmid DNAE sequencinggt ¥ DNAssist
(version 2.2)2} MEGA 3.0 T2 1% S o]&slo A3 )
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EFTF} 43 EYTFFY aoA FIAE UF HER ZAAE FF V
scophthalmi, V. haroeyi, V. anguillarum®] E-0]2Ql A &-& |83} detection primer
E A3 F PCR §H8-S 53 dolr FEE W= Alo]=zE FH3IAT
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EBRES oA RS @71 A9 24 A3k Vi v T77} 80bpe) 271
Z g0} 118bp-119bp Atoldl| V. ichthyoenteri, V. tubiashi7} 30bp, V. scophthalmiz}

15bpe] HAF71E A AL I F UM

aroA FRAAE ol &3 Vibrio & TFY AT 4L & @A outgroupd
A3 Vibrio &3+ Photobacterium o)A p-distanceE I3+ A Vibrio
mediterranei$} Vibrio holisae Alol7} 419%=2 7} & ALAE BRPow V.
alginolyticus - V. parahaemolyticus - V. harveyi - V. cambellii7}, fluvialis -V.
furnissii.7}, V. cholerae - V. mimicus7}, V. tubiashii - V. ichthyoenteri - V.
scophthalmi7}, V. anguillarum - V. scophthalmiz}, V. fischeri - Photobacterium &
ol AF WAz NAA FHE AU F AU

AFE F2]Ao| A B2]H Vibrio2] detection A3+ V. scophthalmiz} 60.61%,
V. harveyiz} 20.73%, V. anguillarum7} 4.15%, V. fischeri7z} 2.59% V. alginolyticus,
P. damselae7}t 2+2+ 0.52%E Uebton] A 193704 F 172704 2 89.12%7} &
3 =AM
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