PE-70
A =e}w] Dendronephtya gigantea] expressed
sequence tags (EST) %43

9EY, 2 &I

AFNGR HFPLA R, N ENGR §FH

A&

AFANL: F2ZAQ it e i4a7t wxpske A%olw, FAlol ot sjFe] BiA
AH o2 BFHEI ok ola gt sjdeha 4L AFrt fejvetels 713 F teddol
2 89S BT At £ T UIES UER NS AT 712F FHE AT
€l 53] HAX Atel Mske st ddRet 2L YEES Aopde] FHEAN
EL 7S WXL k. o] 2L o3EH ] EAS Y] S8t EAA 9dd
7ol s o] ol 85T gJon, 53] f-§ FuAd B9 79 DNA libraryol A 44€
expressed sequence tag (EST) £4& o|-&& o] #-83HA o]&Hx Uk
ESTE mRNAS ti@ 32 A7IMER, 4902 498 DNA doned] G748 8 £4Fe=
# genome T2} 715 S FAY & A 39, LAGA, B e FF AT
% £3 24, 7193 AEA2 mRNA 28 P4 ol & Aok EF, A7 $8%
NE2E AR T2L 9% 283 WHoln, genomic mapping3} polymorphic markers]]
3 £ ARYPCEE o] gHT YUtk
¥ A7 SFANE] (Dendronephtyn giganted) () 222 {32 B P& EH3P
$13t] DNA library& A|2t3t3L o258 ¥ojF H7]14F-E BLAST N} BLAST X program
< o83t 7§ FAAE At AAHUS

Ae R P

£ A7 |88 E5AN=7 (D. gigmims AAL TN 271 ooz Agsha,
total RNAE- £2]317] A7HA) $2381o 0T Rasigth Bag E5Au=rle] A 230
E3E total RNAZE £2)319th. mRNAE polyATtrack mRNA isolation system (Promega)&-
A3t mRNAZRE Eelsiith #2189 F 1ug poly(A)* RNAS UniXR vector (Stratagene)
& AH8-3le] cDNA library )| 2}o]l 0]-8-3193t}. In vitro mass excisiong F33le] F2H92
A9 @ 2016782} clone$ LB-ampicillin brothol) 53}l 37T wiY3I5ith vigd o2 5
AccuPrep™ Plasmid Extraction kit (Bioneer) 0]8-3}9] plasmid DNAE #e]3lgt). 28
plasmid DNA+= ABI Prism Big Dye Terminator Cycle Sequencing Ready Reaction kit}
the ABI 3700 automatic DNA sequencer (PE Applied Biosystem)& ©]8-3}4 single pass
ingS TSRt doeldlola fAHt @7IMES A Adl, A7IME £4E

A g o] 831 low quality A|9S Phred & Phrap2.2 trimmingslt}. o] MEES

- 432 -



Assembly program-g- A-8-3}e] assembly processE 48 3}3L assembly® contig9} singleton
*18-& BLASTX$} BLASTN'& A-4-3l4 non-redundant GenBank/DDBJ/EMBL=} dbEST
database] A g#to] FAMALS vl sl

As 2 aof

S&AME|(D. gigantea) cDNA librarye] ) 2912 A== 2016709} clone: single
pass sequencing 513, low quality data® A171% ¥ % 1807749} BrINRE H=asic
©] M¥2 assembly programo]] 2}3 assembly process& 434 A}, 34712] contigs} 46374 2]
singleton.© 2 215\ 9ic}. Assembly® &2 BLAST ¢2)% & o] §5te] HolEs o] 2u)
FEH dE E71MEHY] fAMIS vlmste], Evaluert 10° PIke] At Aelsto]
453€ ATk 1 A, 105719] sequence} Hlo]E] o] 21 known gened] 52}
AL BT, U17) 39270] sequencess Blojellol ) ofd AUTE AHEHE HolH
gol, unknown %= novel gene® @ FAHr)

EZ Aol #R1E 105719 cloneg biological process, cellular component, molecular
functiond]] 7| x3sle] Zz}e] £EE BRI EFAd=r] 3 F-& F34 B2
Al =3kt

- 433 -



