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F 13 & 20|49k 2] unknown A& 962708 T3t FHA BHo] F7HE FAA=
¥ 1,0597) 129, unknown 34 56470 Eg3te] FHA 2do] F7HE A= F 639
NE @At ©] F spike controlZ A48 Lysined] At intensity2 A @ste] 2d o] F7te
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Accession No. S)(';:::)il Gene title M
NP_998900 P14ARF  pl14ARF protein 4,158922
NP_999101 RNASE4 RNase PL3 3.289289
NP_001005348 TEGT testis enhanced gene transcript 2.989667
NP_999411 CES3 carboxylesterase 2.6459007
NP_999072 PECAMI type I transmembrane endothelial adhesiog 9 4638867

molecule
NP_999366 GPX1 cytosolic glutathione peroxidase 2.3009233
NP_001012299 SCG2 secretogranin 11 2.2319632
NP_999493 GATA-6 transcription factor GATA-6 2.0858102
NP_999194 IL1A interleukin 1—alpha 1.9332285
NP_999233 FUT1 alpha—1,2—fucosyltransferase 1.9090176
NP_999517 ATP2B1  plasma membrane Ca®* pump (PMCA1b) 1.7822027
NP_999497 GNB2L1  G-beta like protein 1.6056294
NP_999470 STEAP six transmembrane endothelial antigen of PAEC ~ 1.499444
NP_999143 B2M beta 2—microglobulin 1.4565334
NP_999468 0AS1 ? 2'—5' oligoadenylate synthetase 1.3068638
NP_001004028 HAPLN1 link protein precursor (AA —15 to 339) 1.281414
NP_999015 ESGCSSO glutathione S—transferase » 1.2564473
NP_999293 PPP3CA .protein phosphatase 3, catalytic subunit, alpha 12260399

1soform
NP_998913 TNNT1 troponin T slow type isoform sTnT1 1.1021376
NP_9992004 FAS Fas receptor 1.0984783
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Accession No. Gene Gene Title M
Symbol

NP_999387 CD86 CD&6 protein —4.7464027
NP_999112 E4 Epididymal secretory protein E4 —3.9855905
NP_999281 MGP matrix Gla protein -3.8336582
NP_999226 MX2 Mx protein —3.3885155
NP_999312 PMAIP1  TN3 —2.586649

NP_001005152 FGL2 fibrinogen—like protein 2 —2.5109892
NP_999446 FH complement regulator factor H -2.3556423
NP_999564 IL6 interleukin 6 —1.8651371
NP_001006591 P2RY2 purinergic receptor P2Y2 —1.7252359
NP_999138 HSP90 90—kDa heat shock protein —1.7167645
NP_999422 DPPIV dipeptidyl peptidase IV —1.631917

NP_999100 LMP7 proteasome subunit LMP7 —1.5650167
NP_999409 PCPA1 carboxypeptidase Al precursor —1.4782248
NP_999421 IGF1 insulin—like growth factor —1.3491077
NP_999448 PLTP plasma phospholipid transfer protein —-1.3183489
NP_999524 NLN soluble angiotesin—binding protein ‘ —1.1555166
NP_999300 IL-7 interleukin—7 —1.1408339
NP_001001540 GP38K 38 kDa heparin—binding glycoprotein —1.1303463
NP_999162 IL18 interleukin—18 —-1.089757

NP_999132 SCARB1 scavenger receptor class B member 1 —-1.0876169
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