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2o 7+do] 763+314 mg/dl, mlZFEo] 21321328 mg/dl, FAAWE 7Hdo]
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FnER

Matsuka S., Inouye K. and Nakajima K. (1996). Cultured Fish species affected by red sea
bream Iridoviral disease from 1991 to 1995. Fish Pathol. 31(4) 233~234.

Nakajima K., Maeno Y. Honda A., Yokoyama K., Tooriyama T. and Manabe S. (1999)
Effectiveness of a vaccine against red sea bream iridoviral disease in filed trial test.
Dis. Aquat. Org. 36, 73~75.

Do, J. W, C. H. Kim, H. J. Kim, M. S. Ko, S. B. Kim, J. H. Son, J. S. Kim, E. ]J. An, M.
K Kim, S. K. Lee, S. J. Park, M. S. Park, M. A. Kim, Y. C. Kim and J. W. Park

(2004). Complete genomic DNA sequence of rock bream iridovirus. Virology, 325(2)
351~363.

-525 -



