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Abstract

One of the modifications that plant secondary metabolites are undergone is the
glycosylation. Glycosylation which is mediated by glycosyltransferase (GT) has a role in
storing the secondary metabolites and defending plants against stress. One of the glyco-
syltransferase, RGT49 from rice was cloned. It showed the homology with UDP-glucor-
onosyl and UDP-glycosyltransferase (UDPGT).

RGT49 was functionally expressed as glutathione S-transferase fusion protein in
Escherichia coli and was purified. Ten differen flavonoids were used as a tentative
substrate. Reaction product was analyzed by TLC and HPLC. Among them, only
keampferol and quercetin, both of which contain 3-hydroxyl group, were undergone
the reactions and glycosylated by RGT49. Based on the HPLC retention time and hyp-
sochromic shift, RGT49 is a flavonol-3-O-glycosyltransferase.
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