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Frame maps were constructed using SSR markers in a Malus. domestica 'Red Fuji
BC#2' x M. Floribunda 821 progeny of 98 individuals. Totally 56 SSR markers were
detected from the screening analysis against 120 SSR markers with JoinMap 3.0. The 120
SSR markers were originated from apple and other Rosaeae. The maps for 'Red Fuji
BC#2' and 'Floribunda 821' consisted of 49 and 51 loci, respectively. At least two SSR
markers located each linkage group which showed segregating alleles in both parents.
This SSR frame maps are needed to be saturated with dominant markers such as AFLP.
'Red Fuji BC#2' fruit with excellent fruit quality is susceptible to Marssonina blotch, while
‘Floribunda 821' is resistant to the disease. Using this population, molecular markers
related to Marssonina blotch resistance can be developed when frame maps are more
saturated. The relationships between apple and the other species belonging to the
Rosaceae are discussed based on the position of SSR markers.



