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Flo8 and Mss11 play mmportant roles m the expression of
STAI, FLOI1, and FLOI which encode an extracellular
glucoamylase and two cell surface protemns The flo84 and
mssllA mutants show reduced lacZ expressions from the
FLO!1 and FLOI promoters and have defects m haplord
mvasion and flocculation. Here we show that Flo8 has the two
distinct domarns, the LisH motf and the activation domain on
its extreme N- and C-terminus, respectively Furthermore, we
also reveal that the N-ternunal regron of Flo8, LisH motif 1s
required for mteraction with Mss11. GST pull-down expen-
ments show that they can dwectly form a heterodsmer or a
homodumer which 1s capable of binding to DNA. Fnally, we
also found that Snf6, a component of the Swi/Snf complex
mteracts functionally and physically with both Flo8 and
Mssil and 1s requwed for Flo8- and Mssli-dependen
activation.
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For many viruses, primary infection has been shown to
prevent supermfection by a homologous second virus  In thus
study, we mvestigated superinfection exclusion of bovine viral
diarrhea virus (BVDV), a positive-sense RNA pestivirus.
Cells acutely mfected with BVDV were protected from
supermfection by homologous BVDV but not with hetero-
logous vesicular stomatitis virus Superinfection exclusion was
estabhshed within 30 to 60 mun but was lost upon passaging of
persistently mfected cells Supermnfectng BVDV falled to
delver a translatable genome mto acutely mfected cells,
indicating a block n viral entry Deletion of structural protemn
E2 from prupary mfecting BVDV abolished this exclusion
Bypassing the entry block by RNA transfection revealed a
second block at the level of replication but not translation This
exclusion did not require structural protemn expression and was
mversely correlated with the level of pnmary BVDV RNA
rephication  These findmgs suggest dual mechamsms of
pestivirus supennfection exclusion, one at the level of viral
entry that requires viral glycoprotein E2 and a second at the
level of viral RNA replication
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In eukaryotes, transport of mRNA out of the nucleus occurs
through the nuclear pore complex (NPC) embedded m the
nuclear envelope, and 1s mediated by soluble transport
receptors. The best candidate for an mRNA export receptor 1s
a heteroduner, NXF-NXT We have used synthetic lethal
genetic screen m Schizosaccharomyces pombe, m order to
dentify mutations 1 genes that are functionally linked to
mex67 (yeast homolog of NXF) Three mutatons that are
synthetic lethal in combmation with the mex67 null allele were
1solated and define in separate complementation groups. These
mutants exhubited the accumulation of poly(A)* RNA m the
nucleus m restriction conditton, suggesting that the mutations
cause the defect of mRNA export out of the nucleus We
isolated two genes by complementation of synthetic lethal
mutants. The one gene (we named it as rsml/) encodes a
predicted mtronless 297-ammno acid ORF of which function 1s
unknown And the other gene encodes a homologue of S.
cerevisiae nucleoporm, Nic96.
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Japanese encephalitis virus (JEV) 1s a member of Flavwviruses,
transmutted by mosquitoes The core of JEV 1s composed of
the capsid (C) protems. In order to produce the recombmant
viral C protemn and the antiserum spectfically recogmzing the
JEV C protemn 1 this study, we have expressed and punfied
the JEV C protem as a Glutathion-S-Transferase (GST) fusion
protem m E coli. The JEV C protemn-coding region has been
PCR amphfied using the mfectious cDNA of a JEV Korean
1solate, and the amphcons have been cloned mto the pGEXA4T-
1 E col expression vector GST-C fusion protems were
purified using a ghutathione sepharose column Subsequently,
the GST-C fusion protems were used for immumzation with
rabbits, and the antisera were obtained from these immumnzed
ammals Western blot analysis using the JEV-nfected BHK21
cell lysates showed that these antisera specifically reacted with
the JEV C protems Thus, this study will provide a useful
reagent for the diagnosis and understanding of the viral
morphogenesis in the JEV-mfected cells



