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Polypyrimidine Tract-Binding Protein Interacts
with the 3° Stem-Loop Region of Japanese En-
cephalitis Virus Negative-Strand RNA
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The 3” stem-loop (SL) region of positive- and negative-sense
RNA of Japanese encephalitis virus (JEV), like that of other
flaviviruses, may function as cis-acting signals durmg RNA
repheation In an attempt to dentify the specific mteraction
between JEV 3” SL regions and BHK-21 cellular protems, we
performed gel mobihity shift assay and UV-induced cross-
hnking assay We identified seven cellular proteins with
molecular masses of 110, 87, 67, 45, 38, 34, and 30 kDa that
bound to the (+)3” SL RNA, and eight cellular protemns with
molecular masses of 138, 110, 87, 67, 55, 52, 38, and 34 kDa
that bound to the (-)3” SL RNA 55 kDa protein was 1dentified
as the polypynmudme tract-binding protemby 1mmuno-
precipitation assay These data suggest that BHK-21 cellular
protems bmnd specifically to the 37 SL regions of JEV of both
polanties and these cellular protems may be utihized as
components of viral replication complexes.

.

Analysis of Mitochondrial Proteins of Macro-
phages Infected with Bacillus anthracis Sterne
Spores
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Anthrax 1s an mfectious disease caused by toxagemic strams of
the gram-positive bacterum Bacillus anthracis, which 15
mamnly present 1n the envwronment n the form of highly
resistant spores In this study, we performed a proteomic
analysis and MALDI-TOF/MS were camed out to rdentify
dhfferent expressed rmutochondnial proteins on mouse macro-
phages mfected with the spores of B anthracis Steme We
identified several mitochondnal protems on mouse macro-
phages wnfected with B anihracis spores The analysis
revealed that the ATPSb, 4932439K10Rik protems are found
to down-regulation The protem such as ATP5b catalyzes
ATP synthesis, utihzing an electrochemucal gradient of
protons across the mner membrane durng oxidative phos-
phorylation The ATPS5b protem assumes the reduction on
mouse macrophages by the mfection and proliferation of B
anthracis Stemne spores Finally mouse macrophages will be
dymg from ATP depletion
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llaB is a Gene for the Adaptive Response to Low
pH Environment in Salmonella typhimurium
UK1 and a Crucial Gene for Surviving in the
Macrophage
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The acidification tolerance response of Salmonella typhim-
urium 1s a complex mducible phenomenon m which exposures
to shght or moderate low pH will produce a stress response
capable of protecting the orgamsm agamst more severe acid
challenges We 1solated laB that 1s 2 gene for acidification
tolerance response m low temperature as 25°C. Isolated
llaB-MudJ stram was showed only acid susceptible at the
condition of 25C. Also S #yphimurwm llaB was not able to
survive 1 HT-29 cell m mvasion assay Oral dose was
determned 10° to 10° CFU/ml for #aB m mice laB .MudJ
strain led to mcrease of IgG1, IgG2 and IgM titers agamst wild
type 8. typhumuriem UK1 1m mice sera, cytokine expressions
such as IL-2, IL-4, IL-6, and IL.-10 mn spleen, and lymphocyte
proliferation response to mutogens stumulation. Therefore llaB
of § typhimurium is a gene for ATR in low temperature
environment, and can be used an attenuated live oral vaccime
agamst Salmonella infection. Also genes for ATR connected
with Salmonelia virulence.
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The Growth Inhibition Effect of Lactobacillus
ruminus SPMO0211 Against Vancomycin Inter-
mediate Staphylococcus aureus and Vancomycin
Resistant Enterococcus.
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The mtestmal microbiota are important to the host with regard
to resistant to bacteral infection and metabolic function Lactic
acid producmg bactenia such as Lactobacillus play an
mportant physiological role m therr matters We 1solate
Lactobacillus rurminus SPM 0211 that revealed a strong
resistance to glycopeptide anfibiotics (vancomycin and teico-
plann) Antumucrobial activity of the bacteria agamst VISA
and VRE was measured

A muxture of the bactenal suspension (10ml) of VISA or VRE
and the cultures of 1, 5, and 9 ml L rununus SPM 0211 that
adjusted to a final volume of 10 mi with bram heart mfusion
(BHI) broth was mcubated for 3, 6, and 9h, senally diluted and
then plated on BHI agar plates As numbers of L ruminus
SPM 0211 mcreased, viable cell count of VISA and VRE
decreased The strongest antumcrobtal activity of SPM 0211
was observed after the 9 hours mcubation at any mixture,
almost completely mhubiting the growth of these two bactena
The result suggests that the freshly ssolated L ruminus SPM
0211 may be used as a probiotic that prevent the VRE and
VISA, thereby promoting gastrowtestinal health
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