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Clarithromycin Resistance in Helicobacter pylori:
Resistance Mechanism and Effect of Clarithromycin
Resistance on Bacterial Eradication in Infected
Adults

Jung Hun Lee”, Seung Ghyu Sohn, Ha I Jung, Young Jun An,
Seon Ju Jang, and Sang Hee Lee
Department of Biologreal Sciences, Myongn University

Outcome of Helicobacter pylori mfection was analyzed i 114
dyspeptic patients treated with a tnple therapy mcluding
clanthromycin The clarthromycin resistance (202%) was
mamnly caused by an A2142G mutation i the 23S rRNA gene
of H. pylonn H pylori eradication was obtained m all patients
with clanthromycin-susceptible 1solates but not m patients
with clanthromycim-resistant 1solates (P = 00001) We con-
clude that there 15 a sigmuficant difference m bactenal eradi-
cation ratc between patients mfected with clanthromycin-
resistant H pylori 1solates and clanthromycm-sensitive ones
These results do not appear to be brased by any differences
pathogenicity because of the similar CagA expression statuses
of the 1solates m both groups We also suggest that H pylor:
antimucrobial susceptibility testing of first biopsy culture 1s
useful before choosmg the first tnple therapy mn mfected
patients and that clarithromycm should not be used n case of
prumary resistance

[Supported by grant from BioGreen 21 Program, Rural
Development Admmustration, Republic of Korea] Corre-
spondence should be addressed to SH Lee (sangheelee
@myu ac kr)
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Caenorhabditis elegans as a Model Host for
Escherichia coli O157:H7

Eunyoung Ahn’, Yoonsun Yang, and Sungsu Park

Drvision of Nano Sciences, Ewha Womans University

Caenorhabdmis elegans has been a model host for many
bacterial pathogens In this study, we determme whether the
ammal can be a model host for Escherichia coli O157 H7
causing hemolytic uremuc syndrome, whach s fatal to human
host The cell number of C elegans was scored over 14 days
while cells m L4 stage were continuously fed with several
bactenal strams mcluding E colr 0157 H7(0157) on NGM
plate over the period The tume required for 50% of C elegans
to che (time to death 50, TDS0) when feeding on E coli 0157
was determmed to be 4 days, whereas TDS0 when fed with
Salmonella typhumurinm was 5 days The ntoxication with
shiga toxms, potent toxms, may be the man cause of the
marked reduction of the life span. Currently, we are studying
the cause of the worm death by less-viralent 0157 mutants
(stxd, stx2, eae, etc) Based on these results, 1t 1s suggested that
C elegans 1s a good host model host to study the pathogenesis
of E. coli 0157 H7

208 | smznjuwssrs

.

Expression and Purification of a Chimeric
Protein BoNT/A(Hc)-PA4 for Dual Protection
Against Anthrax and Botulism

Do-Hyun Kang', Gyung-Tae Chung, Na-Ri Shin, So-Yeon Yoon,
Ji-Hun Shin, Won Keun Seong, Gi-Eun Rhse, and Hee-Bok Ch

Research Center for Pathogen Control, Department of
Microbiwlogy, National Institute of Health

Botulism and anthrax are regarded as major bioterror target
diseases Carboxy termmus of the botuhnum neurotoxm type
A heavy cham [BoNT/A(Hc)] and carboxy-termmal domamn
of protection antigen (PA4) are known as bimding sites to each
receptor To develop a vaccme candidate which contains dual
protectton agamst anthrax and botubsm, a clumeric protemn
consisting of a BoNT/A(Hc) linked to the PA4 was con-
structed and expressed m Bacillus brevis by using pNU212,
and punfied by gel filtratton on a Hiload 16/60 superdex 200
column followed by amon exchange on a fast performance
haquid chromatography with a Mono-Q column. The puntfied
recombmant protemn was obtawed with yeeld of 2 mg/liter
from this procedure, and was confirmed by SDS-PAGE and
immunoblot analysis FPLC-punfied BoNT/A(Hc)-PA4 chi-
mernc protemn was used to vaccinate BALB/c muce, and could
mduce IgG specaific for both C bombmum toxm A and B
anthracts PA These results suggest a possibility of the
BoNT/A(Hc)-PA4 chumeric protem as a potential vaccine
candidate to protect agamst both anthrax and botulism
[Supported by grants from KNIH]
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Detection of Melissococcus pluton, Paenibacillus
alvei and Bacillus subtilis by Multiplex PCR Analysis
Jung-Soon Ha', Do-Bu Lee, Hye-Mim Lee, Sang-Hoon Han, and
Byoung-Su Yoon

Department of Biology, College of Natural Sciences,
Kyonggt Unwversity

Melissococcus  pluton 15 the causative agent of Furopean
foulbrood (EFB), a disease of honeybee larvae. EFB was related
to Strepotococcus apis, Paembacilus alver and Bacte-rum
eurydice The other bactenia considered to cause EFB are
generally associated secondary mvader bactena which dramatically
accelerated the death of the infected larvae Also, Bacillus
subtilis may be exastent at the infected Jarvae because of soil
bactenna We had a grasp of the problem that was confirmed
by Multiplex PCR Analysis The method was used
to confirm each DNA sequences n the specific 165 rRNA
gene for Melissococcus pluton, Paembacillus alver and
Bacdlus subnlis 1t 1mproved sensitive diagnosss and rapid
species dentification This detection-system would be useful
for the control of EFB m apiculture



