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AR, F44° HAF, ouept, AFA!, AAA”
AFUET FHAFLEIE AT, (FrIWeled 4HI4ATL

M B

FU A EHI JE TS i F T ulgo] FA Faste FAolH HR el
Fste 959 FL IMF olF #ES F7hestn e ARl g anArt 1F
Y Harlg Hduse %oz vpAEAM 959 au7t FdiFgo @957 A%
7FAAZE AADL o] 9ol HAafor FHHC EEHE HINEI wolAn U9
29 olz s FelME 447 RaKe TERHos F4A £29 @yl 24
g F A4 27 E 8839 ALY FHA Aol Fe&3 F959 PEd U
A7t Bol FHHUGY. §99 Ao FAHY olg o] FF FAYoE ZHMBAFA
AHMCIR)E 29 EF5d uet 284 € DNA sequence® 71XZ glozmz
PCR-RFLP 444 & ol &8te] 49 mawolo] #@ A7t Ags o] 4o, J2e&
PCR WHRtt A&3tn & F22 FFo| Hy 248S €¢ 5 A& P& /1A
real-time PCRo| A&t g1 ¥, o] Wye 71&e] s e 44 o9z P
FAAE FF Tl JMedty, AR BAQle 4% € Ha{9 PHo s
A4 gk

uzts B dTe AF SAAAA @S 2e PIdHE 45HE dar)9 DNAE
F%&3to] real-time PCRE EdAM ZAFAzY H#4Z F(T-Type EE C-type;
C/T-type)& ¥4 53 das 2 FYFE FE8ed 2 F3o] gl

M=z 2 uy

FAAE

B AEY FAAEEE 20049 129 F ANF 4% 41 A2dN SRS = 99
HE BOEI Qe Jurjg FAstd ojgsich. ¢ wE Wyd wed ¥FAs
(control), RAAE(ALL), a9 F$ALI&N) EFAE, 128l FSALIAEE 2
zt Eulsgi
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A8y

DNA #%& Eppendorf tubed] %32 10mg& AT £ Lysis A, B buffer& 2zt 400,
4048 ¥ ProK 58 W& ¥ 65CA 308 ARtk $%FY Chloroform 400
WwE Y3 183 EE0F F, 12,000 rpmo 2 10870 94 Basly Adsd.e Easlg
o}, 288 300109 43 9dd DNA binding buffer®} iso-prophancld 300 ¥ ¥ &
a3tk 10,000 rpmol A 183 ¢4 ¥8sle], DNA binding columnd] %3 A7\1, §
#3F gA2 g7l e sRct 75% ethanol 65048 DNA binding columnel €3 10,000
rpml 2 187 A5t Ag-E&& AA3ch DNA binding columng 3¢ £9&
HAd F, Wl columnd 10,000 rpm2E 3E2F YAEsA columng HAZA T 97
54 £ TE buffer 1008 columno) Wi A¥dA 58 o4 wxsti 10,000 rpm
o2 38 dALHstd DNAE I+ttt PCR wg& ¥ #%¥ template DNA
10~100ng, primer mixture 2uf, probe mixture 1xf, X2 master mixture 5u4%E 3 7}8}
o PCR W+39& F 102 238 MCIR #3Ae PCR 42 ZALS GeneAmp
PCR System 9600(Perkin-Elmer Cetus, USA)& o] &3 % cl, PCR cycle2 #Hx 50T
Al 282 uitd £ =718 A (nitial denaturation)& 95CAAl 1083 88ttt 18
3 AA4E 98 92T 1523, A¥(annealing, 60T 18)9] cycled % 353 W
g ¥ DNA FEZH4AL £839d. PCRo| ¢859 AEE o83t SNP #4& a9
Real-Time PCR 7700(ABI Prism™ 7700 Sequence Detector, Applied Biosystems,
Singapole) & ©}-43t4 Post PCRE A &3ttt

Zn o o3

gt

Fig. 19142} Zo] real time-PCRE 5% %9 MCIR gene?l ¥4 #3, &9 fAX

F(T-type)d #HE Add ey, 24 B £U% #3329 F C-typed $% slgs
A el C/T-typed F94Ro ety

DNA testresult |[®T* @CI** OC***
135 H@— ! ]
1.20
/R 108
P
‘% 0.90
0.7%
1
0.60 4
0.45 T .
8.2 0.4 0 o1 0.2 83 0.4 0.5 0.6 6.7 a8 09 1
Allete 1Y

" T : MCIR Gene of Han-woo(Korean cattle) meat

"C/T : MCIR Gene of Han-woo(Korean cattle), Holstein and imported cattle meat
**C : MCIR of Holstein or imported cattle meat

Y Control sample of Holstein and imported cattle meat

2 Control sample of Han-woo(Korean cattle) meat

Fig 1. Real-time PCR analysis of MCIR gene in Han-woo(Korean cattle), Holstein or imported cattle
meat.
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Table 1. The summary of DNA identification by real-time PCR for beef samples of 41

restaurants
Sampl Sampl Sampl
e No. Type Result e No. Type Result e No. Type Resuit

1 TV | Korean cattle] 15 T Korean 29 T | Korean cattle
cattle

2 c/T? Holstein 16 T Korean 30 T | Korean cattle
cattle

3 T | Korean cattle] 17 | T Korean 31 | C/T| Holstein
cattle

4 T | Korean cattle] 18 C Holstein 32 T | Korean cattle

5 T | Korean cattlef 19 C/T Holstein 33 T | Korean cattle

6 T | Korean cattle] 20 C Holstein 34 T | Korean cattle

7 | T | Korean cattte] 21 | T | %o | 35 | ¢ | Holstein
cattle

8 T | Korean cattle] 22 T Korean 36 T | Korean cattle
cattle

9 T | Korean cattle] 23 T Korean 37 T | Korean cattle
cattle

10 c¥ Holstein 24 C/T Holstein 38 T | Korean cattle

11 T | Korean cattle] 25 T Korean 39 T | Korean cattle
cattle

12 T | Korean cattle] 26 c/T Holstein 40 Holstein

13 T | Korean cattle; 27 C Holstein 41 Holstein

14 T | Korean cattlej 28 T Korean
cattle

DT : MCIR Gene of Han-woo(Korean cattle) meat
IC/T : MCIR Gene of Han-woo(Korean cattle), Holstein and imported cattle meat

¥C : MCIR of Holstein or imported cattle meat

TS e Bogts AF S4F 410204 20049 129 3 (RS BE 9
F)& FA% 4% Z(Table 1), ¥AE 41709 A& F 29707t &% HA4Y
(T-type)2. 2, 12709 A&7} 4 B £Y§ A4 (C/T-type or C-type)o2 ¥
HAoh 2y & A7 ZIAGAME YebERel AA A AF 24-@41AX) F 29
N Aa(F 70%)e TFH'E A4Ho2 wol Aoz FAHUeH, A4 F %3
g 2HRF TE2E ALT g AF SAHANE 7Y AY A FF FE5LA AFE
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T AFRAIR 23 Aol opys, FEER e FF A71HA FAAHDNAA F
Bo FIFHoln FFHA WYL T 2o A3 TE F YUy F9§L FRFgL
B8 ANAA AF R8st A5 44A AN 27 & ok Seve ¢4t
dol A vz & Fe] FF L G A8 Greds FUT BFEE 2A) 4
A d4HY =g 7] Eook F Ao AlgEY.

2 <

£ Age AFgAN 92 48HE HIVABF Ex ¥d$)9 DNAE F&39
real-time PCRE& ¥4 E=NFAxe #42 F(C-type, C/T-type or T-type) L& @&

3 dag 2 FUSE FEIUT 45 BE BEFTE AF S4A 4170400A
-4—7'-71("3% EE Fd$E #Ast B4 A3, 249 4109 NE F 2907 &% &
Hagoez, 12719 Ag7t 44 EE £U9% dAdez wiIHUY g 2AE A
3E9  #§$8(T-type) H&L 70.7% 23 HA§ == FU& HEL
29.3%(C/T-type; 12.2%, C-type; 17.1%)°] 1},

#Aatel =

B d7E A YWCAHW A7 EnY dd))e] Aa AF R 974 Jder £YHY
on, 2 A7E FYPFA dojA EYol =EE& FA F)EAHol g FAEHYY,
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