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AFLAA st Sutd A4 Wl ze gl wlg okt ulsld, &A%
Al AuEn e AL Euld A HdxE & ALAdE x=AdA dFe s
oo dE Jdxe 2 7149 dist A7 o flEd ¥ E $98 Aoz 94
oA 1 gloy, FEF ZAV gl 4FLR oEE AEAA EE JYEIAR 7] 9
qAe BES FEIG sl g dF0F gasid gEs B d7dAaeE $EveEdgA
AuiEn QF Az, 9dz, dgdx AR 89 544 25 #3987 YA
ITS(internal transcribed sequence) 942 Z2Yd & dr|AgY vz - 2N S Esld 44
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AEAR: Adz, Bdz, Azt AAFE $¢ oMIA &4l (F)98 e Fdx 53
A BG Bt # AdFdY £718 dHEARE 49¥W F fdolA ulstz Plant DNA
isolation kit (NucleoSpin Plant, Macherey-Nagel) S ©]-88} <} genomic DNAE 3% 3 & agarose gel
7 7] % & 7% spectrophotometer & A-4-5te] A FRAG A Ajsh e}

ITS cloning ¥ sequence ¥4]: Ao ITS 92| #HAE cloningd}y] YA 254
A HEHY e 99E& vadd  ITSSF(5-GGAAGTAAAAGTCGTAACAAGG-3)¢}
ITS4R(5-TCCTCCGCTTATTGATATGC-3) 5 primer3 A &3 & ALL3lgch. 223 M
gemomic DNA 20 ngg& ©]-& 8} PCR 5 Z(pre-denaturation, 94°C, 5 min; denaturation, 94°C, 30 sec,
annealing, 58°C, 30 sec, extension, 72°C, 30 seco) 4] 35 cycles)¥ & pGEM-T easy ) E](Promega)ol]
F29 % & sequence 4% AA) st th o] & ITS sequence] 97149 & CLUSTAL W(1.82) =
2298 AH8-38}9] sequence alignmentS} A A 48 A5 H

2 ¥ 0

Az, Wdx, Aegs &nlg MAZo2HE genomic DNAE F%3}3 conserved ITS
primerg ©]-§3t] PCRZ ITS J4& FF3 At 47 PCR 45 pGEM-T #Elo] E2
Y& ¥ plasmidE F&8to] ATdad A F AU)YEete insertE At AL3H 2
2zt FAAE 30 AA2eto sequencingd A Th o]EY AVIMEE BAME AF Az,
Bz, HHE AQFoERE 77 685 bpel ITS seqnence® ¥S 4 U%rh CLUSTAL
W(.8)Z2 & o]&std 379 &utd MUY ITS & wla - BAsAt. o 25
Az, Wdx, dogte AAF9 ITS 44L& of¢ & BEAHE Bed, M2 99%
o] FEAE vehgth Adaxe Wl ze] ITSHAME 685 bp 5 4708 g7]9] A7k A
Reod, Fdxe Aux XA AfdE 37, ddze AYE AU F$dE= 3749
g7lel zol7b dglth. NCBI9) blast Z2aWL o] &3le] o]E ITS sequenced AHFA
(identity)-S ZA}St A3} Pereskiopsis porteri 185 ribosomal RNA gened] 95% 2 =& HAILE

Letui e

- 66 -



