20054 ssyYniets SAESHEXE 131

P54
Systematic Study of Genus Acanthopanax
Using ITS Sequences

Man Kyu Huh, Song Jin Lee', Hong Wook Huh' and Hyun Cheol Shin?

Department of Molecular Biology, Dong~eui University, Busan
1Department of Biology Education, Pusan National University, Busan
’Korea Forest Research Institute, Southern Forest Center

Genus Acanthopaniax is a long-lived woody species primarily distributed throughout Asia.
Many species of this genus are regarded as medically and ecologically important in the
world. We evaluated a representative sample of the nine taxa with nuclear ribosomal DNA
internal transcribed spacer sequences (ITS) to estimate genetic relationships within genus.
As some Korean populations were isolated and patchily distributed, they exhibited a low
level of genetic diversity. Acanthopanax seoulense was similar to A. sessiliflorus, while
A. rufinerve and Chinese and Russioan Acanthopanax taxa were more distinct. A. senticosus
is closed related to A. seoulense and A. sessiliflorus, whereas other species (4. koreanum)
are more diverse from the Korean accessions. The phylogenetic tree clearly distinguished
three clades, the Korean, Chinese, and Russian clades. Species-specific markers, which may

be useful in germ-plasm classification and agricultural process.



