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The complete nucleotide sequence of the mitochondrial genome of the
bumblebee, Bombus ignitus (Hymenoptera: Apidae), was determined. The
entire B. ignitus mitochondrial genome (mitogenome) was sequenced by
amplification in ten overlapping fragments. The circular genome was 16,434
bp and contains a typical base composition, and codon usage found in
metazoan mt genome. However, in addition to the regular 22 tRNA genes
the B ignitus mitogenome contains five tRNA-like structures: each two
tRNAY(UUR)-like sequences and tRNAS"(AGN)-like sequences and one
tRNAP"*-like sequence. Their locations and possibilityas genuine genes were
discussed. In comparison with other insect mitogenomes sequenced in their
entirety (e.g., Drosophila) the B. ignitus mitogenome has several
translocations in tRNA genes, resulting in unique orientation and gene order
among sequenced insect mitogenomes.
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