the quality of spermatozoa after cryopreservation either by vitrification with a very fast cooling rate or slow
freezing with a programmable freezer.

Method: Ejaculates were obtained from 13 male partners during routine infertility investigation. Com-
pletely liquefied ejaculates were analyzed according to the WHO criteria by computer-assisted semen
analyzer (CASA). Each ejaculate was mixed with TYB-buffered freezing medium and then, divided into
two parts; one for vitrification by a direct plunging into liquid nitrogen and the other for slow freezing.
Thawing was achieved by plunging of the vials containing frozen sperms into 37 C water. They were
analyzed by CASA. In addition, DNA integrity of spermatozoa was examined by TUNEL assay.

Results: No significant difference was found in recovery rate of motile fraction between the two methods
of cryopreservation (43.7% vs 45.2%, respectively). And also, DNA integrity of spermatozoa has no
difference (35.4% vs 31.7%).

Conclusions: Sperm vitrification method can be an alternative for the cryopreservation of ejaculated
human spermatozoa, which can avoid the use of the freezing equipment. The sperm qualities were similar
after vitrification vs slow freezing methods. However, considering convenience of the procedure, vitrifica-

tion is more favored for cryopreservation of spermatozoa.

P-18 Relationship between Genetic Polymorphisms of FSH
Receptor and Outcome of Controlled Ovarian Stimulation

Lee H.-S.!, Choi HW', Cha SH?, Kang HJ', Koong MK?, Jun JH'

! Laboratory of Reproductive Biology and Infertility, *Department of Obstetrics and
Gynecology, Samsung Cheil Hospital and Women's Healthcare Center,
Sungkyunkwan University School of Medicine

Background & Objectives: Controlled ovarian hyperstimulation (COH) using exogenous FSH is a
widely used treatment in most assisted reproduction techniques. FSH triggers the maturation of follicles
and plays a pivotal role in the recruitment of the dominant follicle. These important actions of FSH are
mediated by the FSH receptor. In this study, we evaluated the association of FSH receptor gene poly-
morphisms with outcome of COH in patients undergoing IVF.

Method: Genomic DNA was extracted from peripheral blood of 1020 women, including 551 women
were undergoing COH. We investigated the frequency of FSH receptor variants, Thr307Ala (T/A) and
Asn680Ser (N/S) polymorphisms by using polymerase chain reactions and restriction fragment length
polymorphism analysis. Their clinical outcome such as basal FSH level, estradiol level at administratron of
hCG, dosage of FSH treated, number of retrieved oocytes and pregnancy rates were compared related to
their genotypes.

Results: In a population of 551 Korean women, the frequency of TT/NN, TA/NS and AA/SS for the
variant Thr307Ala and Asn680Ser was 44.80%, 41.96% and 10.49%, respectively. The frequency of the
unlinked genotypes, TA/NN, TT/NS, AA/NN and AA/NS were 1.86%, 0.29%, 0.20% and 0.29%, respec-
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tively. There was no significant difference in the basal FSH level, dosage of FSH treated and pregnancy
rate among the COH-IVF patients with different genotypes. However, the proportion of good responder,
which is higher estradiol level (> 2,000 pmol/L} at administratron of hCG and number of retrieved oocytes
(> 10 oocytes), in AA/SS genotype (65.9% and 68.2%) was higher than those of TT/NN (51.1% and
57.3%) and TA/NS (50.2% and 59.2%).

Conclusions: The FSH receptor gene polymorphism (Thr307Ala and Asn680Ser) may be associated
with outcome of controlled ovarian stimulation in patients undergoing ART program. Our finding is con-
trast to the reports with other ethnic populations that AA/SS genotypes highly responded to FSH treatment.
Our data should be substantiated by the further studies of FSH receptor genotyping in the Korean popu-

lation.
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