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- PCR¥o] &3 HSPI cDNAY FAS % mixed primere] A=
forward primer [5-AAYGACTGGGARGAHCACYTG-3']9} reverse primer
[5'-CATGATBCKCTCCATGTTBGC-3'|2 ZtAd 3l RT-PCRE A A|&H ).

- PCRYd] ¢]3F HSP70 cDNA2] 3$HAS 93+ mixed primere] HA=
forward primer [5-CCCTGCCTACTTCAACGATTCA-3']$} reverse primer
[5'-AACGAGCCCTGGTGATGGAG-3'|2 ZA3le] RT-PCRS A A|8H5
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A DRRL Pacting] W] P W& Fuste] PFIAAh
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