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Determination of Lignan Content in Sesame Seed by Near Infrared Reflectance
Spectroscopy
Mokpo Nat'l University : Kwan-Su Kim®, Si-Hyung Park, Si-Jeong Kim
Samcheok Nat'l University : Myoung-Gun Choung

N BEZ
&M (Sesame indicum L) T2+ #3222 lignano] &
bl A T2 AEALL2 <A Uo FAELY FFYPS F2 HPLCH S
gt oy, dA SFFoju FEFTMAM A gEY Hdad FFe A= AE 1
A7 10-308 B=9 BAHAZe] dasiy 2y, &) o 487 Lwdd B A
5Folu F28 AN &A=t 2 (HPLOY 29 F4
H1 w2A BN £ dowr 485U BHd YA EFEA7INIRS)E ©| &3t
HaddEed e vga FFLPS At £

=g
- Z&dh: ) £4A 1-4g —» A ZFE s (Homogenizer ©)-&) — n-Hexane, 19 33]
A

AL Ag3EE > HZF 100mlE ©¢% (Hexane 3% 8)
O AAF

- Hexane %% 10ml — 5% — Methanol 3ml 7l @ FZ0F2) — Y58AF 1
Ad(FEE) — ¥FY HPLC 717154
O HPLC =74
- ¥A7]7] : HPLC Agilent 1100 Series (Agilent Techn. Co.)
- A%7) : UV 290 nm (1100 Series Diode-Array Detector)
- A & : Capcell Pak C18 UG 120 (5um, 4.6x150mm, Shiseido co.)
- o] 54} 1 75% Methanol /Water
- % : 1.0 m/min.
O ©j=3 NIRS +4
- 717]: NIRSystem 6500 (Foss, Silver Spring, MD, USA)
- 2dEeqy £ 34 400-2500nm, 2nm 7HE
- A2ZE¢o]: WinlISI II Ver. 1.60 (Infrasoft Int. Limited, PortMatilda, PA)
- Calibration set Al &: Mahalanobis’ distance (H-distance) < 0.6
- I AEA: HPRB P A5 MPLS (Modified partial least squares) regression
- Validation set Al &: Calibration setol A Al&5 %] && vjx9 A&
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Table. Parameters

of NIRS with different lignan content in intact sesame seed

for optimal calibration and wvalidation of sesamin, sesamolin and

total lignan content from MPLS regression method.

Math treatment’ | Compound Calil;ration set(n=49) Vali;iation set(n=35)
R SEC R SEP

2441 Sesamin 0.869 0.044 0.731 0.053
2441 Sesamolin 0.815 0.032 0.694 0.041
2441 Total 0.907 0.058 0.801 0.076

Y Math treatment condition was 2nd derivative, 4 nm gap, 4 points smoothing, and 1
point second smoothing. R%: coefficient of determination, SEC:. standard error of
calibration, SEP: standard error of prediction.
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Fig. Scatter plots of total lignan content by HPLC versus by NIRS for
calibration(left) and validation(right) sample set. Total lignan content is the sum of
sesamin and sesamolin content.
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