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Objective

The objective of this study was to quantify the genetic relationship of Korean wheat cultivars using
RAPD.

Materials and Methods

[> Plant materials : DNA of 33 Korean wheat cultivars were provided by NICS.
D> PCR primers : A total of 30 operon random primers
D> Analysis : NTSYS program, UPGMA

Results and Discussion

Total number of RAPD products from 20 primers was 161. The number of polymorpic fragments by
individual primer greatly varied from 1 to 8. The amplification products were in the range of 300 bp to
about 2.5 kb.

These similarity coefficients were used to construct a dendrogram by UPGMA analysis to determine
grouping of the wheat cultivars and had ranging from 0.95 to 0.44. The cultivars were clustered into
one major cluster (A) and two small clusters (B and C). The major cluster (A) comprised of 21
cultivars. The (B) cluster was contained four cultivars. The third cluster (C) was constituted six

cultivars while Gobunmil and Yangjimil did not hold in any group.
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Fig. 1. Dendrogram of 18 wheat cultivars developed from RAPD data using UPGMA.

Fig. 2. Amplification profiles of 33 wheat cultivars with OPB-13 (A) and OPG-9 (B) primer.
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