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Table 1. Frequency of BaYMV resistance in the genetic mapping populations

Resistant Susceptible Generation No. of No. of No. of N/A
parent parent lines resistant susceptibl
lines e lines
Pop I Chalbori Baekdong Fs.7 99 55 43 1(missing)
Pop II Namhaebori Sacheon 6 Fe:s 88 32 56 0
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Fig. 1. SSR DNA marker segregation of parents and population lines at the loci of HVM7

and GMS027.
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Fig. 2. Gene mapping of BaYMV resistance derived from Chalbori and
Namhaebori
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