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Mapping QTLs Controlling Low-temperature Germinability and Awn
Using an Oryza sativa x O. rufipogon ILs

Mi-hee Song, Seung-Joon Lee, Le Hung Linh, and Sang-Nag Ahn’
Chungnam National University, Daejeon 305-764, Korea
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Fig. 1. Graphical genotype of the CR105 line. The solid black regions represent W1944
segments, and the white regions represent Hwayeong regions. QTLs were represented to
the right of the chromosomes.

Table 1. Putative QTLs detected for low-temperature germiability and awn in the CR105 line

Gene Chr. Marker interval Increased effect * R’
ltgl 1 RM265-RM472 Hwayeong 10.9
awn 8 RM331-RM531 w1944 123

* . The source of the allele causing an increase in the trait measurement

Table 2. Comparison of germination ratio of different combinations of the genotypes at the two loci

Genotype RM5651 (Chr. 2) -
Mean
Genotype 1 2 3
RM472" 1 72.8 80.0 77.0 76.6a
2 55.3 63.3 53.7 57.4b
(Chr. 1) 3 63.0 57.8 70.0 63.6b
Mean 63.7a 67.0a 66.9a 69.2

E Hwayeong homozygotes, 2: Hwayeong/W 1944 heterozygotes, 3: W1944 homozygote.

*

" In the mean row and column, numbers followed by the same letter are not significantly different at the 5% level.
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