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Many virus genes responsible for viral infection steps (replication, cell-to-cell
and long-distance movement) have been identified in various virus-host combinations.
Systemic infection of soybean-adapted Cucumber mosaic virus (CMV) strain (namely,
soybean stunt virus, SSV) and non-adapted CMV-Y requires RNA3, which encodes the
3a movement protein and coat protein. CMV soybean strains (SSVs) were inoculated
onto wild soybeans and cultivated soybeans to investigate their infectivity toward
understanding of the co-evolution of SSV and soybean. SSV inoculation resulted in
systemic infection in most of the wild soybeans used while general CMV could not.
Pseudorecombinants between SSV-C and CMV-Y were constructed in vitro by
exchanging the three genomic RNAs. Inoculation of the wild types and their
pseudorecombinants to cultivated and wild soybeans suggested that the infection of the
viruses in a plant comes into being through a complex interaction of the virus-host plant.
Whereas, the determinant gene of SSV for in wild and cultivated soybean the systemic

infections was determined to 3a gene and/or 2b gene.
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We constructed monoclonal antibody based DAS-ELISA system for CGMMY,
an important Tobamovirus causing a widespread epidemic of watermelon in greenhouse
agriculture. A CGMMV nparticle was detected from the rind of watermelon fruit by
DAS-ELISA of CGMMV-HY 1, but not from the flesh of watermelon. Average of seed
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