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Table 1. Locality and geographic information for 5 population of M. thunbergii.

Location Latitude Longitude Altitude(m)
Jeonnam Sinan 34° 39°'N 125° 25" E 38
Jeonnam Jindo 34° 21 'N 126° 08 " E 86
Jeonnam wando 34° 06 ' N 126° 36 ' E 10
Jeju Bukjeju 33° 29N 126° 46 ' E 34
Jeonnam Gangjin 34° 26 ' N 126° 48 ' E 7
Jeonnam Goheung 34° 26N 127° 32" E 28
Jeonnam Yeosu 34° 30’ N 127° 46 ' E 30
Gyeongnam Geoje 34° 44° N 128° 39 ' E 13
Ulsan Ulju 3B° 24N 129° 21 " E 13
Gyeongbuk Ulleung 37° 28°'N 130° 54" E 7
Table 2. Description of isoenzymes assayed and buffer systems used
for electrophoresis.
Enzyme Abbreviation E.C.No.? Buffer”

Aspartate aminotransferase AAT 2.6.1.1 B

Esterase EST 3.1.1.1 A

Leucine aminopeptidase LAP 3.4.11.1 A

Malate dehydrogenase MDH 1.1.1.37 E

6 Phosphogluconate dehydrogenase 6PGD 1.1.1.44 B

Phosphoglucose isomerase PGI 5.3.1.9 A

Shikimate dehydrogenase SKDH 1.1.1.25 E

*Enzyme Commission Number: Nomenclature Committee of the International Union of

Blochemlstry(1984)

PA= a lithium borate electrode buffer(pH 8.3) used with a Tris citrate gel buffer(pH 8.3),
B= a sodium borate electrode buffer(pH 8.0) used with a Tris citrate gel buffer(pH 8.8),
E=( S ér)lorpholine electrode and gel buffer(pH 8.0). For more details, refer to Conkle et
al.(1982).
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Table 3. The mean number of alleles per polymorphic locus (A/L), mean effective

number of alleles per locus (A.), the percentage of polymorphic loci (Pg), and average
observed (H,) vs. average expected (H.) heterozygosity for M. thunbergii.

Population A/L A, Pgs H, H,
Sinan 25 14 81.8 0.257 0.276
Jindo 24 14 72.7 0.221 0.280
Wando 2.6 15 81.8 0.296 0.320
Bukjeju 2.3 1.3 545 0.194 0.228
Gangjin 2.5 15 72.7 0.268 0.316
Goheung 25 14 909 0.272 0.292
Yeosu 25 14 729 0.294 0.295
Geoje 25 14 72.7 0.302 0.263
Ulju 2.3 13 63.6 0.228 0.216
Ulleung 2.1 1.3 63.6 0.170 0.215

Mean . 24 14 72.7 0.250 0.270

FouR g B 8d45F9) HE FAUF(A/L=168, P=451%, H.=0.143,
Hamrick et al,, 1992)% ®l2d W 1 {7l £& o2 Yegon, ¥ I 9
TF34 Hus E off FXAA7E WS AT F(Lee et al, 19959 Az 8743 EX
HH7E v F9YF(Chung and Chung, 2000)5 ¢ ¥ T fA¥ol7l =& Ao
vebstth SElvedl A FauR e B $eX g g wE A4z By
83l FAe] A R dolgo] golA Aul9 Aile] Lo S Ao FHHE £ ¢
3, EF AHAAHQL & Aol AR WL XNgo] Xl i WHolE FA7A
FABL Y7 HEG 22 FAGIYE RAFE Aoz 4 & 5 Y

Table 4. Summary of F-statistics for 11-Polymorphic Loci
of M. thunbergii in Korea.

Locus Fis Frr Fsr
AAT-1 0.3329 0.3781 0.0679
AAT-2 -0.0507 0.0079 0.0558
EST 0.0623 -0.0142 0.0453
LAP 0.4094 0.4493 0.0676
MDH-1 -0.1228 -0.1073 0.0138
MDH-2 -0.2430 -0.1876 0.0446
MDH-3 -0.0291 0.0962 0.1218
6PGD-1 -0.2416 -0.1872 0.0438
6PGD-2 0.7709 0.7919 0.0920
PGI 0.4819 0.5003 0.0354
SKDH 0.6810 0.6993 0.0574

Mean 0.0732 0.1136 0.0584
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Figure 1. A UPGMA dendrogram of M. thunbergii
using Nei’s unbiased genetic identity.
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pelZFoed d43 9d AUd 3L HelFm JAE = Aoz YRty
. RS Ak FIIE FAS0 BEF, 25 59 dPoz W ZAX oF ¢ 4

ARNE RO Z2 AR HY(Chung et al, 2000).
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