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Analysis of Transformed Rice with Glutathione Synthetase
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GSH(Glutathione)<> glutamic acid, cysteine % glycine®] 3 &9 oju]xAto] AL tripeptide(y-L-
Glu-L-Cys-Gly)ZA|, 5 £74 &4 y-Glutamylcysteine synthetase(y-ECS) X Glutathione synthetase(GS)el]
o3 ATP && ko3 A Hoh £33 GSHL bacteriao A 2 tARRMELS o x|l o}ekst
xenobiotic X oxidative agentoll T3 WAS F7} A17]19, environment stress® F-E] AlES RIde=
23 A5 o 2 dF+ FASHEAQ Glutathioneo] ¥ ¥ = wE A4S sk
Glutathione A 2] F23 enzymeq] Glutathione synthetaseS F2J3ln o]7S wof| JAAZ
gk & Southern blotS E3 #4353tk
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Glutathione synthetase(GS)7} ¥ L& == W& AYakslr] S8t 6S FAAS} FA Eo]A B4 promoter
ol GluB-1% Z¥3t GluB-1:GS::pIG121 construct® TZ3}5chFig. 1). 753 constructE Yukoh Hiei
5(1997)2] Agrobacterium tumefaciens mediated method®l] we} wofl FA A AlFch FAAZ = w9
Genomic DNAE F&38l9 GS W52 forward primer(GS-NS) 5-TGC TTG ACG AGG AAA CAA
AGTC-3'%} reverse primer(GS-NAS) 5-TCT CTG GGA GTA TAG CCT GAT CTG-3'Z o]&3}o] PCRE
£33} 21, ©|F Southern hybridizations -3l &elslic)
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GluB-1::GS::pIG121 construct®. FAAZ = Agrobacteriums rice callus®l] ZFEAA AE3} AE 2

Ssgch 459 e ANE FEARE F AR 54 WAE E471 L s gl wAE Ay
557] BA UchFig. 2). ¥AAZ = Rice?] Genomic DNAE FE3} GS W¥2] primer® PCRS
£33 A} 436 bpe] W3k M=F I 4~ Q9 THFig. 3). £3 £5F Genomic DNAE BamH 1

L% enzyme digestions ¥ ¥ GS plasmid DNAES probeE 3¢ Southern hybridizations A3+ Z3}
Fig. 4.9} Zskc) o]=2x JAAZ =l w7} 6SE JPAATA S AT = 9tk Yoz A} 55
HH F219] GSH #s A% FAAZE A & vo} YAAZE W] GSH ¥FFE vz & A
ol
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Fig. 1. GS with gluB1 promoter inserted piG121 binary vector. For the construction of expression vector, GS.

Fig. 2. Regeneration of transformed rice plants.
(A) Callus Induction in NB medium.
(B) Callus subcuiture in NB medium.
(C) Callus selection in NB-CH medium.
(D) Shoot emergence in NB medium.
(E) Regenerated plants in the hygromycin containg
selection medium.
(F) Transgenic rice in greenhouse.
(G) Rice seeds aquired fron transgenic rice.

Fig. 3. PCR analysis of transgenic rice plant. PCR amplification
with GS-NS and GS-NAS primers Numbers indicate
independent lines.

Fig. 4. Southern blot hybridization of genomic DNA prepared
From transformed plant hybridization.
DNA isolate from transformed plant was digested with
BamH [ (upper). Autogradiogram.
Lane 1, positive control; lane 2~6, DNA from transgenic
plant digested with BamH |; lane 7, negative control.
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