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Fig. 1. Two colonies showing PCR products (No. 8 and 13) indicating the ligation of gluB-1 promoter and the y-ECS
gene.
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Fig. 2. Restriction enzyme digestion of the clone 8 and 13. Expected banding pattern was shown in all the restriction
digestion lanes. R, EcoRIl; M, Mlul; H, HindHl.
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Fig. 3. Total glutathione levels in wild-type and transgenic plants. The gluthathione concentration was determined
from wild and transgenic rice leaves. The means(FSE) are for three replicates per treatment.

Table 1. ®Mean scores within a row followed by the same superscript are not significantly different at 5% level
using Duncan’s multiple range test.

GSH mg/fw (g)
WT 141°
214°
220°
223
189°
213
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