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Expression of Resveratrol Synthase Gene in Codonopsis lanceolata
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Fig. 1. A. PCR amplification of RS sequences from the plasmid DNA of pRS-AH(lane 1),
non-transgenic(lane 2) and transgenic Codonopsis lanceolata plants(lanes from 3 to 7). B. Southern blot
hybridization of PCR amplified fragments in panel A with the B Dig-labeled RS probe.
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