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Breeding of Self-compatible Strains by RNA Interference Using
Self-incompatible Male Determinant Gene SPI1 in Brassica
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Fig. 1. A: Gus assay in 'Osome'. B: PCR amplification of NPTIl gene of transformants (F: GAG GCT ATT
CGG CTA TGA CTG, R: ATC GGG AGC GGC GAT ACC GTA).
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Fig. 3. GUS expression analysis in transgenic plants. Cross—section of anther stages was uni—(A), bi—(B), and
tricellular microspores after anther dehiscence(C). GUS activity at nuicellular microspore stages was
only observed in the tapetum(A). GUS activity at bi- and tricellular microspore stages after anther

development was detected in pollen grains(B, C). T. Tapetum, P: Pollen grain
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Fig. 4. PCR analysis of the NPTII gene and specific primer in transgenic plants. SP11S9 promoter:SP11S52 RNAi
cassette A: NPTII primer, B : specific primer(M-marker, C-wild type)
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promoter:: SP11S60 RNAi cassette, 17IHXl; SP11S60 promoter:: SP11S60 RNAi cassette, 18IHHI('Seoulbaechu!
1HM E=&);, SP11S9  promoter::SP11S52 RNAI  cassette, 6JHXMI('Seoulbaechu' 10X IX&H):  SP11S60
promoter::SP11552 RNAI cassette, 42HX)E & S5IQULH

500 bp =»

Fig 5. RT-PCR analysis of the SP11 gene in transgenic plants. Lane 1: molecular weight Marker (100 bp DNA
ladder); Lane 2: DNA from wild—type plants; Lane 3: DNA from transgenic plants(SP11S9
promoter::SP11S52 RNAi cassette); Lane 4: DNA from transgenic plants(SP11S60 promoter::SP11S60
RNAi cassette)
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