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2 o]garh 2 AU ZAELERE A3 B3¢ Genomic DNA %< Trommelen ¢
o W YN WGl SUelsT, SR RYRI $47 SAMoIE 4357) Aokl ryanodine
receptor cDNAS] G71MEA oA Q71218 BBl 1843WAE X &3tE 17950 A B E] 19288 A 7}
Al9] 134bp HE ZE3F}7] 98 PrimerEA forward primer @ 5 -GTGCTGGATGTCCTGTGTT
CCCT-3 " ¥ reverse primer : 5 " -CTGGTGACATAGTTGATGAGGTTTG-3 * & AA &A st thFig 1)

1843
T Hha I
i
1795-GTGCTGOATOTCCTGTGTTCCCTGTGTGTGTGCAATGGTGTGGCCGTGCGCTCCAACCAAGATCTCAT
1 RYRI-F primer
TACTGAGAACTTGCTCCCTGGCCGCGAGCTTCTGCTGCAGACAAACCTCATCAACTATGTCACCAG-1928
T RYRI-R primer

Fig. 1. Partial sequence of ryanodine receptor gene(cDNA 1795-1928) contained the missense mutation
(1843 C—-T). The sites of RYR] primer sequence are underined.
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Fig. 1. DNA test for PSS and PSE meat using PCR-RFLP and PCR-SSCP techniques in pigs.
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Table 1. Distribution of RYRI genotype by DNA diagnostic test in pig breeds

. DNA type’ Gene frequencies
Breed No. of pigs
NN N/n n/n C1843 T1843
Landrace 42 2457.10° 15357 3(7.1) 0.75 0.25
L. Yorkshire 57 47(82.5) 9(15.8) (1.7 0.90 0.10
Duroc 21 20(95.2) 1(4.8) 0(0.0) 0.97 0.03
Crossbred 150 108(72.0) 34(22.7) 8(5.3) 0.83 0.17

* DNA type determined by PCR- RFLP and SSCP for the porcine RYRI gene. N/N . homozygous normal pig, N/n :
heterozygous pig, n/n : homozygous recessive pig(PSS).
® values in parentheses show the percentage of each genotype.
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