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P-43 Proteomic analysis of Polycystic Ovary Syndrome (PCOS):
Identification of Differentially Expressed Proteins
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Background & Objectives: The goal of this study was to identify potential protein markers in polycystic
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ovary syndrome (PCOS) that is a wide-spread endocrine disorder characterized by obesity, hyperandrogenism,
and insulin resistance.

Method: Ovary and follicular fluids from normal and PCOS patients were examined for quantitative
differences in protein expression using two-dimensional polyacrylamide gel electrophoresis (PAGE). Spot
detection was accompanied by using ImageMaster™ 2D Platinum software. About 30 candidate proteins
were identified using matrix-assisted laser desorption/ionization-time of flight-mass spectrometry (MALD-
TOF-MB) or peptide sequencing,

Results: Elongation factor Tu (EF-Tu), Isocitrate dehydrogenase (IDH), Aldehyde dehydrogenase 1A1,
Fibrinogen B-chain precursor, Fascin, TATA-binding protein, Septin 11, Aconitase 1, hnRNP 2H9B,
Aldehyde reductase, Esterase D, Ribose-phosphate pyrophosphokinase I, and PGAM1 were identified as
being significantly overexpressed in patients with polycystic ovary syndrome. The expression of these
proteins was increased from 1.4- to 10.6-fold as compared with normal ovary tissues. On the other hand,
the expression level of carbonic anhydrase I, ubiquitin-conjugating enzyme E2N, and histone H2A.5 was
decreased from 1.5- to 2.5-fold.

Conclusions: Two-dimensional PAGE and mass spectrometry can identify proteins showing increased
(or decreased) expression in polycystic ovary syndrome. The association of these proteins with clinical
variables and understanding the regulation of their expression will aid in determination of their potential
use as biomarkers in this syndrome.
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Background & Objectives: The purpose of this study was to investigate the effect of simple assessment
system of oocyte maturity on the outcome in IVF-ET cycles.

Method: Patients were grouped into two different groups, group I without evaluation and II with
evaluation of oocyte maturity. In group 1, all oocytes were inseminated at 6 h after ovum pick-up. In group
II, oocyte maturity was rapidly categorized by simple assessment system. In mature form, oocytes were
inseminated at 3~4 h after ovum pick-up when ococyte corona complexes (OCC) exbited ring-like halo
(RLH) and well expanded cumulus cells (CC) or at 5~6 h when OCC exhibited RLH and a few clumped
and/or dark CC, respectively. In intermediate form, cocytes were inseminated at 8~10 h when RLH around
OCC was not formed and CC were clumped and/or dark. Immature oocytes were not included in this study.

Results: Normal fertilization rate was significantly higher {p<0.05) in group II (76.5%) than that in
group I (58.0%). However, abnormal fertilization rate was significantly higher (p<0.05) in group I (11.3%)
than that in group II (3.6%). Cleavage rate was not statistically differences in each group (82.6% vs. 90.0%).
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