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Hypertension 1.0 Version: 2 window based knowledge resource of
genes and genetic markers related to hypertension.
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&-2): Hypertension is the leading many diseases for human. In order to
understand the linkage between hypertension and genes or genetic mark-
ers, it is essential to construct a database to organize the body of
knowledge. While the existing molecular biological databases focus on the
sequence and structural aspects of biological macromolecules, i.e. DNAs,
RNAs and proteins, also it is difficult to manage to select genes and genet-
ic markers for candidate gene association study. Hypertension 1.0 version
is the window-based system we built to provide a knowledge environment
with visual interface to integrate information about genes, genetic markers,
and journals in relation to hypertension.

48: We collected the information from the PubMed by using NCBI
search system and used a relational database management system using
petl programming language to manage the information of these data.
A1k Hypentension 1.0 version consists of six sections: GENE,
GENETIC MARKERS, DISEASE, REFERENCE, and
META-ANALYSIS. Using this database, we can identify genetic mecha-
nisms underlying the physiology and pathophysiology of specific hyper-
tension or hypertension related diseases, such as heart failure, car-
diovascular diseases, diabetes mellitus, kidney diseases and stroke.

ZH&: The database titled "Hypertension 1.0 version” is available at along
with additional information on hypertension related diseases, meta analysis
results, and related figures.

KSPM-149

VA9 W - 2001 FANAFGFRA} -

Blood Pressure in Korean - Korea Natiional Health and Nutriton
Survey 2001-

oI5, zojR’, g, ole)g?, ¥
(1) dAIste skl H2%ta) ) dAdsta ol o)
sS4, 3) et ARt oyojstu

534 930 WY RES TYYS $9E, N2 2WEL A
AISHIL, 19804 o) % MA® AR FEY ZAE B DEY 99
g ARg, 2B WIS FYHL ATYLE DY $UE
o zjol g FPet.

;20019 FUAZYREAL AAZAS] Fojst hAkAE 5 23}
A AL 2NN YL Fol7h dmmHg D|gHe] AE ATHARE
SHETHE A 32703, ozt 4051%). TEAL 24 FA] 2278
% 140mmHg 014 E 0|¢7) 83 0mmHg o4} B ZAF PA
FULAE BEShT YokT PP 92 SAn, YUY A=
E 24 AN SRYYAS BE5Hs Ao DY 2WE 3
DEAAE ZESHHA $2718Y 140mmHg v]To] T, o|27]Y
o SommHg B|gHel FE A olsac,

g Selvet 304 o4 4 WRY BE asluge



