PF-1
ZY ol A 2] ® Tropivirusel] tjjgl major capsid protein
(MCP) gene$] Hlil

Z9Al, Alojx| F|EIREL, FAF, G, Y, 2EF
bl

, AlO
ortistin At oS, AT e

e

olg]Entolg] A3 Iridovirus, Chloriridovirus, Ranavirus, Lymphocystisvirus
203 FA=E 9o} (Williams et al, 2000). 221} 2 Sudthongkong et al.
(20009 )&l A} E$- Tropivirusgro] ASHE QI Tropivirusdrol] 2 Q] vlo]
2% Red sea brem iridovirus (RSIV)o|®|, 315F29] k2] o]Fol] 7hgAdo] Y50l
B35 cl (Kawakami and Nakajima, 2002). violgid] zgd® ojfe A4
Aoz AAEI st 2H0A BEEY, A%} vl FAE Yebd:
E dFdde FddA EEH+e tropical iridovirusE9] major capid protein
(MCP) gene- sequencingdt &, 9] strainszte] Zo|& vl - 43 Th

AE 0 0

ulola] 2 : ulolgiAE 1999 RE 20027k AWM EE EHo =z sl tiF
HA ® g, BE w0 22l B uigzAS ARt RSt

DNA %3] 2@ §Ax X . 229 vlojg)2EXE TRIZOL (GIBCO BRL)%
chloroform& AF&-3le DNAES #2319 2™, Sudthongkong et al. (2000)0] .31
g MCP gened 7]%Z primer (IF, IR)E #|2}sle] PCRE A AT

G7IXYg B4 : PCR products® A &, cloningdld A71ME-S AR
B E AdE GENETYXE AR2-sle] BAstgc) w3l Sudthongkong et al. (2000)
o] B.11% strains®] MCP gened} = HHA3}3 )

=L RS

Tropical iridovirusS-2] MCP gene2 sequencingdt &, =] 9] strains7ke] z}ol&
Bl - A8 & A, 3719 genogroupsS WAE & AU Genogroup 12 ¢
EoA] RuEnrl 3= RSIVEE 9%0]’de] =& homologys E 2™, genogroup
2= 95.07%2} homology, type 32 94.3%2] homologyE Rt} (Fig. 1).
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Genogroup 19 43} strains2 566-1299 bp &g 71A4Qd A}old] mutationo] T3
5)=] ¢rekon, deduced amino acid sequences ¥41ZA3}, strainsZtol] 9.77% o]/
9] homologyE E.Gth Genogroup 2% IXEul]A]oket g o] AJotel| A A AlEH=
Ao DAL oFoA e strains2A, genogroup 1, 39 F7IMEIA= T E
3E) o) mutation H£$17} FAA GrIHGel BEHYCE deduced amino acid
sequences 24 A3}, strains7hol] 99.77% 9] homology & Rt} Genogroup 3& 2]
Bol A £ strain©. 24 genogroup 1% A the Fele] mutationo] A
A7 g BEEYk ol A, FuellA E2lE Tropiviruse genogroup
1,302 & & AUt

SRIV K T
RSIV-J
RPIV- K
Genogroup 1

RSIV-K

GSDIV'T

SBIV-C —

ALIVI —
Genogroup 2

DGIVM

TRIV'Kk — Genogroup3
Fig 1. Phylogenetic tree represents the relationship of Tropivirus based on
nucleotide sequences of MCP gene.
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