PD-1
Z 9| B8 (Sebastes schlegeli) A2 XN A=5 2 & 9]
full-length cDNA cloning 2@ {3 Aag

BlolA . FEY . | AT . 7|[;H . 'é;[-:'él-i’** . 1"‘? - 29 72:)}

B AFYBFER, UL NG FAAES, *sovstn HEets

ol

e

A&

AHAAZZEE (GTH) & o179 YA 2Ashe 499 2B, B3y
A R AAAE] B3l/0DE A% 3 J15S B2 (Suzuki et al,
1988). 5 ¥+l GTH (FSH, LH)= 24z} %] a &9} 1._% Eo]7l p 9] o|F
AZ FAAHA Ak (Querat et al,, 2000). HA7HR], che] AFolFoA FSHS LH
subunitel] T FR7T FHE Yo, T FEjA AR T Bad o7} ¢
F-Z3)t} (Yaron et al, 2003). £ AFodX e dE|A oJF &S HalrA2H-
Bl GTHa, FSHB, LHB2| 9] full-length cDNAE £2J5l1 ZZte] 328 §-AA %
ol mXe Wi FEd, mduze 93 Bt ARG

Aa 2Py

1. 344 ¢cDNA pool A|Z

zZu) 28 Aolel Hat4A (n=3) o]l4 mRNAE F#Z (QuickPrep TM Micro
mRNA Purification Kit, Amersham Pharmacia biotech) §+5 ¢cDNA 4 kit
(First-strand ¢cDNA Synthesis Kit, Amersham Phamacia biotech)& A}-§-3}4]
cDNAE A 34t

2. 23] E-g9] full-length GTHa, FSHB, LHB ¢cDNAs A<

71318] o]§ GTHa, FSHB, LHp mRNA @7|X 8-S 2481 BEH Qe
gl ARE J|xE 3, 7429 oligo primerE A&}l WA partial
cDNAE PCR Wog E843la thSo2 5 ¥ 3-Rapid amplification of
cDNA ends (RACE) ®Ho 2 full-length cDNAE ZE3slgx Ztzte] PCR
5FAE S cloning vectord] A4t @rIMES 5 B 3 WIFeE AH &
A5t A
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3. GTH mRNA W3] v]X+ 4-nonylphenol (NP) 93 ¥4

AP AFEE 4F L ALV 23 (BEAF 20g HT A THFAT
0.07%) Z3]E-gro]n], NPE ethanoldl] &-3)5+e] 242} 10 mg/kg/ A F, 25 mg/kg/ A
ZF9] B2 B} FALEIYL, FALE 12471, 24417 48412 @912 RS A
Hate] Ao AHEEIYTE A& mRNA F& WiT RT-PCRYLE 742t
GTH subunit §27}e] BARHE WEE AResiedeh. AP AHE control F
A2 P-actin @ vitellogenin (VIG) AAMIE-S AFsste ztzh dse] By R
positive contol24] &-8-3F T}

as 8 o

zy|E-ete] Hal4A 258 GTHa, FSHp, LHPY] full-length cDNA |74 €& 2
A5tk GTHax= ZAZol§F 5 sea bass (Dicentrarchus labrax), red seabream
(Pagrus major), grouper (Epinephelus coioides), striped bass (Morone saxatilis)®]
GTHa9} 89~90%, FSHB+ sea bass, grouper, striped bass, red seabream®] FSHp
9} 80~82%, LHB+= grouper, striped bass, sea bass, Atlantic halibut (Hippoglossus
hippoglossus)2] LHPS} Ztzt 86~91%9] F5AS 7I1E35eEg, 37§¢] GIH
subunit 7| EL 29 ESY] oz woHn.

zyujEete] LHPE NPX ] 12417 ¥ 48 3718 B 2443 3 83
Foll= F313 WstE BolA gtk W, GTHaE sampling timedl] BAglo] o
A FEE FASIALH, Wiy FiEAY BAHFERZ G VIGE 423
Fo F43) Svlske ZEE EAth NPAIES WA Fej&do] =7 &2t
HIFA S 2E FAPLAS dgHeg S/ TFee] AAE AT

53
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