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Algorithm  Search_Trie
Input : Trie index T, Query Q, Page Info P
Qutput : set of answers
srch = 0, next = 0, size ;= 1, last := (;
For (pagelevel:=0; pagelevel < p_Height; pagelevel++) do
if (pageLevel > 0) then { Page_Change(),
reset size, last, next, srch ) ;
For (nodeLevel:=0; nodeLevel<n_Height; nodeLevel++) do
while (isBefore(next)) do { increase srch, size } ;
if (fmatch(node(next), query_bit)) retum('No Match’) ;
if (isLast(query_bit)) return(find_answers()) ;
get(gery_bit), increase srch, size ;
while (isBefore(last)) do { increase size } ;

if (nodeleve! < n_Height - 1) then { reset next, srch,
last } ;
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