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Z13] 2. The RNAi and stRNA pathways intersect. In both pathways, Dicer acts to generate the active small RNA
regulator: siRNAs from dsRNA and stRNAs from ~70 nt stRNA precursors. siRNAs trigger destruction
of a perfectly complementary target RNA; stRNAs are thought to repress the translation of targets with
which they pair imperfectly (23: Current Opinion in Genetics & Development 2002, 12:225232).
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