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Abstract

Cultivation environment for effective production of shrimp in shrimp aquaculture,
Institute of Marine & Fishery, Soonchunhyang University located at Tae-An,
Chung-Nam Province, with the ultimate aim of probiotics development, was monitored.
Several environmental factors including dissolved oxygen, water body temperature, pH,
salinity, NHs-N, NO,N, NOs-N, chlorophyll a affecting on the growth of shrimp were
examined. Concentrations of NHs-N, NO,-N, and NOs-N dissolved in water samples
were determined to 0.024-0.034 mg/L, 0.03-0.20, and 0.004-0.009 mg/L, respectively.
Chlorophyll a content was examined in the range of 0.002-0.118 ug/m’. In order to
understand the distribution of different bacteria in water samples collected in shrimp
aquaculture, bacteria were isolated and enumerated on the marine agar plates. Total
number of bacteria were increased to approximately 6.5 x 10°. Thirteen predomonant
bacteria were isolated and identified. As the results of BIOLOG test of the isolates,
these bacteria were identified as Corynebacterium nitrilophilus, Clavibacter agropyri,
Sphingomonas  adhaesiva, ~ Brevundimonas  vesicularis, ~ Vibrio  parahaemolyticus,
Pseudomonas bathycetes, Vibrio tubiashii, Sphingomonas macrogoltabidus, Rhodococcus
rhodochrous, Burkholderia glumae, Corynebacterium urealyticus, Rhodococcus fascians,
Psychrobacter immobilis, rtespectively. Further work will stimulate the elucidation of
pathogenicity, corresponding bacteria related to environment and probiotics, providing

good information for effective production of shrimp.
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st gl Add Ak Bt et Fol A 273 AR S marine agar
plae ol A2 Fe FAFFE AFagon), Aol Rro P, 28w
72 AFe) s B4e BASAG. A5 WakRelE 1d 3o e 9
o

AT 52 2 B FAAT 137140 0@ ety 2 gop
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agropyri, Sphingomonas adhaesiva, Brevundimonas vesicularis, Vibrio parahaemolyticus,
Pseudomonas bathycetes, Vibrio tubiashii, Sphingomonas macrogoltabidus, Rhodococcus
rhodochrous, Burkholderia glumae, Corynebacterium urealyticus, Rhodococcus fascians,
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T HAdaA cHFHS D AFAT2 YA T2 A] probiotics 7]
= 354 FEE 3o giska A date &

AT et A FFE viXe £E2AL, FALE, pH, U5, NHAN,
NO:N, NOs-N, 2223 a§ ¥ g3l= 2717 SHKIELS ZAEIYY 4 BB
o] £&50] 9lE NHiN, NO,N, 7183 NO;-N¢ =5+ z+z} 0.024-0.034 mg/L,
0.03-0.20, 0.004-0.009 mg/Ltt S 22¥ a= 0.002-0.118 ug/m3 HYo AUt %
HANM AHT F RN G2 ATFEY BES dolR 7] 951 marine agar
plateso| A 2] AF3tAth FAFTE B 6.5 x 10712 Z7}89t}h. BIOLOG
AlFE 539 137179 i) H]v_w"‘: & Corynebacterium nitrilophilus, Clavibacter

agropyri, Sphingomonas adhaesiva, Brevundlmonas vesicularis, Vibrio parahaemolyticus,
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Pseudomonas bathycetes, Vibrio tubiashii, Sphingomonas macrogoltabidus, Rhodococcus
rhodochrous, Burkholderia glumae, Corynebacterium urealyticus, Rhodococcus fascians,
Psychrobacter immobilis2 Z}7t FAH I FF ATE ulsle] LH9 AL
A FEE AT A WEAol} 8733 probiotics] ABAL T M=
2 Aold.
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