106 REESGHIEF RI395 SFFHEXS

P53

Molecular phylogeny of Hylobates based on Alu
elements on the Y chromosome

Kyung-Won Hong, Jae-Won Huh, Woo-Young Kim, Tae-Hyung Kim',
Joo-Mi Yi, Won-Ho Lee and Heui-Soo Kim

Division of Biological Sciences, Pusan National University
'Pusan Bioinformatics & Biocomplexity Research Center, Pusan National University

The phylogenetic relationship among the Hylobates subgenera is one of the
most controversial issues among primates. Using the PCR amplification and
sequencing of AZF (AZoospermia Factor region) gene in hominoid primates
(chimpanzee, gorilla, orangutan and gibbon), we found the Alu elements (AluHy)
on the genome of gibbon species only in orthologous locus of the EIFIAY
(Eukaryote translation Initiation Factor 1A on Y chromosome). Therefore, we
used the Alu sequences for understanding the phylogenetic relationship of gibbon
species. It could be good marker on the Y chromosome because of male
specificity and inheritance. Phylogenetic trees by neighbor-joining and maximum
parsimony methods indicated that H. agilis and H. klossii showed sister
relationship. This phenomenon was supported by the previous studies from the

morphological data and the mitochondrial 16S rRNA data.



