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2 Agire ESLZRE WEA xylanaseE Adste 3EA AT (DG-22)
o] EHAT. FHeH, g, ATEH AT ZATY o] FEHTL
Paenibacillus &9 &3l o2 #HYHHIT. o] #FNA xylanase?] AJAHS
xyland] &3} A ESH QI glucoses}t xylosed] A A H AW cellulaseFA-&
FA A gyt AAh FYE AT HFH 2= pHE 247 80T 9 50-55°13 0
o] HA¥E 60TCHA AAIAL 70CAAE 2AIF FAE 60%9] BAHE AR
t}. Zymogram £41& £33 wl¥ASYol= 22 kDa™ 33 kDa 5 =719 xylanase
7} EAQFETE FA}Ath XylanaseAH-E A2 AT d¥E FFE VEA
t}. Paenibacillus sp. DG-222 ¥ xylanase?] 42 HH3}A)7)7] A& dFE
Fy3tdch g8 SA2YE FdX4E 0.1-05%2 birchwood xylane] 7} & A
A &5 Jedes A4 95 FMe ARFEE] xylanase A4HS 9314
2ot} Xylanased AL Co®, Cu®’, Fe¥, Hg® 9} Mn® o] &5 9l&td o
AY wA Ca¥, Mg”, Ni¥', Zn” o253 DTTH Jaire FAHUG & 5
mMe] FX o)A xylanase #4<& €33 B Jth Xylan 7t4-E3 S F2 4=
£ xylobiose, xylotriose 183 xylooligosaccharide®] R ©]RAL o] &AAJ}

endoxylanasezt= A& vebdth



