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No. of total bacteria No. of E. coli No. of Lactobacillus
Normal 5.0 X 10%cfu/SA,cm? 5.8x10%fu/SA.cm? | 1.85x10°cfu/SA,cm?
Abnormal | 2.49x10%1tu/SA*.cm? | 6.3%x10%fu/SA.cm? ND

[%H{X| : BHI, MacConkey, MRS. Incubation terms : 37T, anaerobic
chamber(Cos : 5%, H, : 5%. No : 90%). SA* : Surface area (cm?)]
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