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- cpath(1,2)
- cpath(3,2)

— maz(1.0%0.6%0.2, 1.0%0.9%0.2) = maz(0.12,0.18) = 0.18
= maz(1.0¥0.7%0.2,1.0¥0.8%0.2) = maz(0.14,0.16) = 0.16
* address(2,2) = maz(cpath(1,2), cpath(3,2)) = maz(0.18,0.16) = 0.18

0 (2,2) 2%¢9| address(2,2)7} =ct,
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06 (0208 03
06 07 10 0.8
0.8 08 07 0.5
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(1) IB, = Avg(Inter Block)
(2) IB; = Std(Inter Block)

(3) IS, = Avg(Inter Spot)

(4) IS; = Std(Inter Spot)

(5) SD. = Avg(Spot Diameter)
(6) SD, = Std(Spot Diameter)
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(4) Size Regularity :
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CHIP B S IMAGE RESOLUTION| BD SD RADlUS. C(%)
A 16 16x100 1886x2321 102.41 | 35.97 8.16 141(8.8%)
B 16 16x324 1900x1860 29.73 | 23.03 6.63 995(19.2%)
Cc 16 16x324 1808%1800 3133 | 23.02 7.14 1650(31.8%)
D 16 16x168 1984x2004 122.79 | 24.89 7.49 1289(48.0%)
E 16 16x342 2000x2000 22.17 | 22.93 8.82 656(12.0%)
F 4 4x1596 1024x1024 23.17 10.43 4.13 715(11.2%)
*B : NUMBER OF BLOCKS , S : NUMBER OF SPOTS, BD : BLoCK
DISTANCE, SD SPOT DISTANCE, C NUMBER OF COMPONENT
DETECTED.

E 3. Chip Specification. Z+ olo|X|ol Z&r= 0| 2

£ 883 A% Jel=T

Zot U E 2 LIEHACH o MHEE lHIEr:LP-I'“I QT dERM g% £
#2 de2 4AE otoj]320eio] olo|X|olM= o|z{st HEE 0|85l0] ¥
A 2M7tssict
BACKGROUND | SIGNAL SCALE SIZE SPOT .
CHIP Eed
NOISE NOISE |INVARIANT|REGULARITY|ALIGNMENT
A 0.52 0.98 0.56 0.75 0.93 0.748
B 0.70 0.98 0.52 0.55 0.94 0.738
C 0.65 0.99 0.56 0.69 0.91 0.760
D 0.69 0.99 0.54 0.62 0.94 0.756
E 0.90 0.99 0.56 0.45 0.86 0.752
F 0.53 0.91 0.49 0.51 0.83 0.654
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Conclusion and Future works

B =Rdae dddgo|Fe vto]dR
oj#o] ojujX) o] djste] AFHLT 29
AXNE 27 A 23 gy FRAPIE
(quality measure)9t Zb A& o] Anpf 7 o]
ZRAEAE 458 & de FAAAE}
% (quality control measure)E A A3}
3§ mloja 2ol o] A AP 3 o]uH]
o & F2& H77] fsiA olnj Al 9
EHED 235 119 HF0 g SARS
ol g3tal Holatm, 2FE9] FaAz A
s A3 A4 FAANFFES
AHolgAnt. ol EAFNATEL AT
a9 s e “}0132013“0] AANA
43 AHSE F Ao e 3 AEE Fa
A Foixe FYF ARl o vtolaE
ojgo] omAE 7re] FAS A F 2
olA, Ao AHYEY JdPAY Tx5E 2
g3 vlel3 2ol oloje] HFE& FAY

oo=& M

ik,
FF AdatAY F% dTsior @ Hal
= oes g

.« R E=RA Hg vtolazeido] o
" E »37}§*b s SR EDE
2ax @, el WARsE ¥
A4 ol 1; zmo A, T o
9 ARe WAR ofF 27, HE =
B wAFo o}F e, F 2%

9@ B} Wgel e A gl
4245 0 & € Aol & + Uk 9
vobel 2%te) 3707k 29 245§ 3
de A9AHE 2] W]—‘?OIE} B @
omAe] EFTe] g 2% &, F
& 2%l WS 7)) wfa} a9
e ARsse Aol gash,

. AA s FARARe kel ANE
wolge o2 Fdsith AR, 72
LA EE WHgS gEel FUY
$EE AAAE geo A AAE F
sstel Bohsre

ArEsted, of %‘%’j% RE HigSE

gguTIE AR 48T 4 st
olt) o sAHA WMREE s
o 5% WgsR FASE A9 1
& AT} ol oA} & ok

+ sholazelidel dge aaolel ¥

= fAAt ageTE, @AEA,
g, olnA &y £

o B3 ge q3E e
srojazoldo) 49 @
C BARAUGE Aol a}
9= P45 A £E Atk 7 AFE
) FVAAS 2 Botstel £ A
U 4] 2 vhol 32 ojdlo] E3
@49 Aol Wasteh.

http://pearl.cs.pusan.ac.kr/~arrayzer/index html]
oA £ ATl AHSE Z2aYR BA
8 49AE UG BAT & 9ok

References

[1] A. P. Alexander Kuklin and S. Shams.,
Quality control in microarray image
analysis, Imaging & Microscopy Research,
1, 2001.

(2] B. L. R. Gabriel Robins and B. S.Sethi,
On detecting spatial regularity in noisy



images, Information Processing Letters,
12(4), 1999.

[3] A. B. Kahng and G. Robins, Optimal
algorithms for extracting spatial regularity
in images, Pattern Recognition Letters, 12,
1999.

[4] G. Robins, B. L. Robinson and Bhupinder
S.Sethi,, On Detecting Spatial Regularity
in Noisy Images, Information Processing
Letters, 69, 1999.

[5] Sampsa Hautaniemi et al, A novel
strategy for microarray quality control
using bayesian networks, Bioinformatics
(to appear), 2003.

[6] Ho-Youl Jung and Hwan-Gue Cho, An
automatic block and spot indexing with
k-nearest neighbors graph for microarray
image  analysis,  Bioinformatics, 18:
1418-151S, 2002.

[71 54, FrY, F+9F, =3, DNA
slojazoldo] olFXE & L=
293} BNARYF, FFILAGYE
2], 29 (7/8): 411-421, 2002.

163



	SMJBA4_2003_y2003m10a-0188.tif
	SMJBA4_2003_y2003m10a-0189.tif
	SMJBA4_2003_y2003m10a-0190.tif
	SMJBA4_2003_y2003m10a-0191.tif
	SMJBA4_2003_y2003m10a-0192.tif
	SMJBA4_2003_y2003m10a-0193.tif
	SMJBA4_2003_y2003m10a-0194.tif
	SMJBA4_2003_y2003m10a-0195.tif
	SMJBA4_2003_y2003m10a-0196.tif

