SAstA DIOIEIOl JIEHE DNA/DNA S

Y
%
=
0l0

(=}
Al2diold
HEIHC ALE JHE
MNSOUsn NS BRI HiICILAs A74
{hyjang®, syshin, btzhang}@bi.snu.ac.kr

Simulation of DNA/DNA Hybridization Chain Reaction Using Thermodynamic Data
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