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by Brassinolide
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Brassinolide (BL), purified from pollen of Brassica napis, has
been known to apply exogenously to plant tissues and to
regulate the physiological response in plants (Grove et al,
1979). Brassinosteroids (BRs) are a family of over 40
naturally occurring plant steroid hormones found in a wide
variety of plant species and BL physiologically is the active
component of BRs (Adam et al, 1996; Clouse, 1996;
Mandava, 1988; Moore, 1989) There are many reports that
BL regulate the ethylene biosynthesis in plants (Kaufman et
al., 1982; Meudt, 1982, Yopp et al., 1979).We found that the
various concentrations of BL stimulate the ethylene
biosynthesis in mungbean hypocotyls segments, and inhibit it
in maize root segments. Also, BL worked in a synergistic
manner with IAAIn this study, we investigate the role of
BL in ethylene biosynthesis in mungbean hypocotyls.
Especially, we focus on the action of ACC synthase (ACS)
and ACC oxidase (ACO) activity in the presence of several
concentrations of BL. Furthermore, we try to reveal the

action of BL in the transcript levels of these enzymes.

A7, WRAEF, 2 32 x| g2
andra chinesis Baillon) %} ¢t¢] @olzA

Min Hee Hongp, You Jeong Kiml, Mi Yang Lee!, Yoon Jeong
Park', Baik Hwang®

L. A (Schiz-

Department o Biology, Chonnam National University,

Guwangju 500-757

£ @ 3} (Magnoliaceae)2 EF 5= 2v|A (Schizandra chinesis
Baillon)y AMAHoz B84 Bxstan YA 2t
N AT Qe eujAte) ¥4 Ao oreatgo] 7 &4
3 Aoz °‘E’4ﬁ1 k2ot Fado) {3t v Evl%
= ‘—I'E}LH\ F2 AEL lignan IFEZ, FeoAe= HF
of <A, 3""}5} AZe] i HEHRA AL Y,
Listeria monocytogenes®] ¥ FF A& vl o] =
A3 de LmA Note] AP A, w9 FH, LEx
BEE(GAY) F=o] mwe 27)at Fzbe] ol zol tis) &
ol gttt 2zt ’“l ot ZFa 9H (seed coat)E AAT F A}
439, 99 F “] J&3 2m A Hste] dolg ol 7};3' =
k3, ghA 3 ’“"U* 51}9} 1do] ZAngt Fape] Polgd @
At g %it} o2 7}A wiR)(1/2MS, MS, WPM)% WPM
o A o] Wolgo] i, GA3E 10 mg/LY F%A 714 =
& Wl & RYt vAE eux Aok FHE AATE,
1.0 mg/Le GA37} Ad7t¥ WPM WX 2, 25C, & ez W
olE FEIFHARE dl, F 3F F MY Koty 80% ool ¥
olgd& Bt

EJ wABE o]4F Q0] By /% A3 45=A
m‘%‘lip, \1})\]@}2, ﬂ%“/]l, ?ﬂ/‘\ju]l, =] °1E}]2, ) = 7€

£ Department of Biological Sciences, Chonnam National
University, Gwangiu 500-757, “Department of Genetics,

Chonnam National University, Guwangju 500-757

A Qg Lol MK oy EF U]"@%
Pseudomonas.sp(CPS)$t  Saccahromyces. sp (D2)9) &ad=E
= D]*@Eﬂ"/] alginate2 beads} Al#A Qo] A& ]
T TFFE YAFoE FAAAG UAE Y F 2o] B
9] F471%0l "a‘ﬂ‘ﬂ Ay Ant H'-ATPase2) 84EE 54
23 CPSe DAY AA8A4TE Aen AL E’_—'f-°1]
zFEt 24 Jelkdt &4 FAHEY F7F 4AEL #9HF
7} 918k} H' -ATPase®] RNA gel blot analysis ¢} antibody%
o] &% Western blot analysisE F3sldc. A3 Agxd
A 7)1Zv 5t FIAE HalF # gz2d Tol AAA g Ao

_hrSL'ﬁr:L

-

= ‘—}EP’P‘] Ulq Western blot analysis5 AL A3 g
vetuidoh =@ A2o]A fad2 7‘41} THESGGE 2AE 2
= Ul"g% ﬂv’/l:h% dzs 25 2 ol e 4t
Ry HEsRes oW FAEHEN FE EL?J°E
fus1coccm olu} 14-3-3 wld 87|23 FAlstAl v E
°] H'~ATPase &4 F%j9| :ILZ: il o WES}* Aoz F

A ¢ AFe Zue duPE A Y3 H'-ATPase %}’H
E ZE77 AAY H9] fEqMY zH 93k Re| ofd
etz doh Algd FFE 165 rRNA sequenced %—ﬂ"q
F A3ttt

Flavonoid Analysns of Grapevine Cultwars in Korea
Hye-Jeong Park Chae Eun L1m Chong-Wook Park1

Hyeon-Cheol Cha®

e Department of Biology, Dankook University, Cheonan
330-714; 'Department of Biology, Seoul National University,

Seoul 151-741

In this work, we analysed flavonol profiles in the leaves of
six cultivars, 'Kyocho’, 'Muscat Bailey A’, 'Neo Muscat’,
'Rizamat’, 'Wase Campbell Early’ and 'Himrod Seedless’ by
TLC, HPLC and UV spectrum. ‘Kyoho' and ’‘Rizamat’ are
characterized by tetraploids with dark purple exocarps,
whereas ‘Muscat Bailey A’ and 'Wase Campbell Early’ are

diploids with dark purple. 'Neo Muscat’ and ’'Himrod
Seedless’ are the former diploid and the latter triploid with
yellowgreen exocarp. We identified several flavonoid

compounds from these grape cultivars. All of them were
glycosylated derivatives of the following flavonols;
kaempferol, quercetin, and isorhamnetin. Among them
quercetin glycosylated derivatives was common flavonol
derived from six cultivars and major compound. But, the
others were expressed differently by specific cultivars. These
differences imply that composition of flavonols is unique to
cultivars of grapevines and can be used to classify the
grapevine cultivars.
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