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2.1 QuickPDB[3]
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public class HEADER

String classification;
String depDate;
String idCode;

public HEADER () {
classification = null;
depDate = null;
idCode = null;

}

protected void read(String s) {
classification = s.substring(10, 50).trim();
depDate = s.substring(50, 59).txim();
idCode = s.substring{62, 66) .trim();
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