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Salmonella typhimurium Glutamate Synthase (GOGAT)<]
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L-Glutamate®] A AL Escherichia coli$t Salmonella typhimuriumo]* N&
3283 A3 FHo] 9on, glutamate dehydrogenase (GDH)S} glutamine
synthet-ase®} AZ ¥ glutamate synthase(or glutamate-oxoglutarate aminotran-
sferase; GOGAT)dl YA Frj== 2 719 SHAHA A A FAHA
= Aoce ¥uEx Uty wetA, Salmonella typhimurium Glutamate Synthase
(GOGAT)E glutamate® FA33tedl ol &5e T3 &4 Fo shagtn &
Atk B AF\ME o] A4AE pUCIY vectord] A4S AE3lx, E colidld o
ZF e FESAY =F HdEE 9 F 9 ofvieit widS dolR 7] AsA,
pUC199)] 4919 glutamate synthasex 92 7}A g &4 (Kpn I, Sma |,
EcoR V, Pst I-Sma I3} Xba I-EcoR V)d 98X AGHJD I FHA (=&
w59t} Nucleotide ¥ #2418 ZE3A, clone® glutamate synthase’} 2769 bp
2 olFolx A, o] FHe Aol R E(+191A +27677}A])°] open reading
frameo 2 W3 Zch EF 923-amino acidZ FAHA AFES & F AATh
FMN-binding domain®.2 <2ld A Jole 12719 glycine 717} Lo L
9lo.m, 3Fe-4S clusterdl= 3709] cystein (Cys-112, Cys-128, Cys-132) Z7|&
o] =74 B=EHo] Aot vpAlwroe. 2 homological searchE %3, S. typhimurium
GOGATSY nuclotide® E. coli GOGATY large subunit®} & 87%Z A S Y
EM R, amino acid W18 =& W =& FAMIS YRS



