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<!ELEMENT scop (class+)>
<IELEMENT class (#PCDATA | fold)*>
<IATTLIST class sunid CDATA #REQUIRED
sccs CDATA #REQUIRED>
<!ELEMENT fold #PCDATA | superfamily)*>
<IATTLIST fold sunid CDATA #REQUIRED
sccs CDATA #REQUIRED>
<!IELEMENT superfamily (#PCDATA | family)+>
<!ATTLIST superfamily sunid CDATA #REQUIRED
sccs CDATA #REQUIRED>
<!IELEMENT family (#PCDATA | protein)*>
<!IATTLIST family sunid CDATA #REQUIRED
sccs CDATA #REQUIRED>
<\ELEMENT protein #PCDATA | species)*>
<!ATTLIST protein sunid CDATA #REQUIRED>
<IELEMENT species (#PCDATA | domain)*>
<IATTLIST species sunid CDATA #REQUIRED>
<IELEMENT domain (sid, pdb, region)>
<IATTLIST domain sunid CDATA #REQUIRED>
<IELEMENT sid (/PCDATA)>
<IELEMENT pdb (#PCDATA)>
<IELEMENT region (#°CDATA)>
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