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Characterization of the DNA nucleotide sequences
in the genome of red sea bream iridoviruses
isolated in Korea
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RSIV (red sea bream iridovirus)= 19929 4 & 23X 39 red sea breamA A& AS
HAoH, g9 o8 F2 AFAME AR AAH &AL oy|AF k. FEE o
o FHLEE WFol EdAN, A% 9, oyt ALY, u|AY Fo Fo] VEhd
o ol fd HYAHE AT 98 virusE AEFEH oM, WdHe dPEE PS5
Aol o wWEHA AGY 4 A¥E polymerase chain reaction (PCR) 7] o] ®o] A&
i . Oshima % (1998)2 RSIVY ribonucleotide reductase small subunit (RNRS)
gene2, 83 Kurita 5 (1998)2 DNA polymerase (DPOL) gene, Pst- I restriction
fragment, adenosine triphosphatase (ATPase) gene 52 7|22 ¥ primer sets® A}-43}
o] virus-specific nucleic acidsg& AFH o2 FEZ& ) ol AFAME ©E AP
A B31¥ ¥ 3l primer sets7t T oA 2§ o8 RSIVsY Add] glo] ALo] 7b5
g=], 181 reference nucleotide sequences$t 339 g o]FEdA E§ RSIVsy
nucleotide sequences& ®lu et ojFZH AxI, XY agu 2 Aoz A
nucleotide sequenced] W37} UelUYE=XE ZAME G

Az W uy

Virus : Viruse 19989 A 200097t4] 359 o2 ojfF dAAoA RSIVY A3
FEAFEE Hole AFEY uBo2RY ol

Isolation of viral nucleic acids : F@°lF9 ¥|3222E phenol-chloroform ¥&
AH8-3t9 viral nucleic acidsE £&3dJ3, AHEA7R 80THA H@stLt

Amplification of viral genomes : ©°]Hd] RSIVY gd] ALEEUY 4 sets9
primers& AM&34 PCR test (Perkin-Elmer)& A A3 %3, PCR products: EtBre] 37}
¥ 1% agarose geldllA] #7953t A& A

Cloning of the viral DNA fragment : PCR productsE Prep-A-Gene DNA
Pruification systems (Bio-Rad)& A}8-34) A& Y3, TOPO-TA vector (Invitrogen)E
AH8-3t  cloningAl 27, sequencing (ABI PRISM)& %t z8lm, ZF3:= MACAW
program .2 X3¢t}
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RSIVe DPOL gene, Pst I-restriction fragment, RNRS gene Z18]3L ATPase gene %9
nucleotide sequencesZ 7|22 % 4719 oligonucleotide primer sets& PCR assays®] Al-&
QL oA E28 9 RSIVsZHE 4 ¥99 PCR fragments& sequencingd A zZ+ &
F& vastgen, 2 B3} nucleotide sequences oA, 27129 th& RSIV types§ €AY
T Uk ¥ typed o] dEA E3E ® glE RSIV Ehime-13 100% homology &
Yeld RSIV Namhae type®]il, & H& type2 RSIV Ehime-13} 96.6%°14 98.9%¢] homology
£ YeEld RSIV Sachun typeolth. #2l® 9 RSIVs % RSIV Namhae typed A9} %
Uz 8 RSIV isolates¥ =5 RSIV Sachun typeS.& ueEltth. ATPase gene H9]9]4]
% 719 nucleotide’t ©tE2A Yehd & 79 isolateE A|9)3t31E Sachun typesd EE
DNA 471uide 5434t dEA 23d 8 0+ RSIV Ehime-13# &=¢] o2 ofF
EdA 283 RSIVse nucleotide sequencesE B|Z P ), ojF7, AxZh AY a8n
Z7k7be] zlol2 <l W= LAY 4 o, ol FHIY] A% ¢ 9FH RSIV
strains®] @77t 2 7€
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