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Abstract

Kinetic resolution of various racemic aromatic epoxides by newly isolated
Aspergillus niger LK has been investigated, and enantioselectivity of whole-cell
biocatalyst was analyzed. The epoxide hydrolase (EHase) of A. niger LK was
cloned using RT-PCR. The secuence homology was compared with that of other

microbial EHase and the gene [or EHase was characlerized al molecular level.

A

2t4l 9] aromatic epoxide 712 9] 2z} #F3to]d A Ao of st EHased] A&z F3f
zlo] 2 o] &3to] FataA F7HAIQl chiral aromatic epoxide® A ZE F v}
, 2). B AFoA e gAY o Exloj=9] mlAE AEFuE o] &7 YA SolAd 7}
23l #H 7|E dFelrlel FAHEES FESIL, chiral epoxide ring-opening &+
-3 o2 nRIIMA FEgEY 2 AZRE AT YEAETH AL 83
7] 95k, A2 2==32ld3 uAZ2Z5HE EHase gene 2249 2 B4 242
A A8t et Aromatic epoxide 7] Ee 3 JAMHZH FERI 5ol 43
Aspergillus A|E9 A1t AZFujE 4233, EHased 712 Sol4d 52 EA3}
Jct. A niger LK2 EHase #%dAE RT-PCR ¥ 22 cloning 31,
sequencingg 3 o2 Ul E e EHase 3229 homology 24 52 %
3 542 B4

oo 4 = o

==
=

3

Az 2 4y

AME AEZof2 ALES A niger LK W 2 AEo] Az =d, Fsto)d A
o g chiral GC #41%7, 2}4l2 styrene oxideoll thgt YA AMejz 3P3LE s
total RNA #2|, cDNA %4, PCRS %3 EHase gene cloning 2 recombinant
EHase2] 2@ 2 84 43 zde FIXE ol &3 (3, 4.

oz

2 7}

¥

Im
o,
M
2

o 42 4o

— 648 —
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EHase gene cloning ¥ molecular characterization
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Fig. 1. Subcloning of the A. niger LK EHase from total RNAs by RT-PCR
in pRSET A expression vector
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