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P-21 Influence of Semen Processing Technique

on Human Sperm DNA Integrity
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Objective: This study was to compare the effects of washing, swim-up and density-gradient centrifuga-
tion technique on human sperm DNA integrity.

Materials and Methods: Semen sample (n=16) were obtained from consecutive non-azoospermic men
presenting for infertility (n=10) and fertility evaluation (n=6). Individual samples were divided into three
aliquots (washing sperm, swim-up and density-gradient centrifugation) for analysis of DNA integrity. The
DNA of the fixed sperm was stained with 0.2 mg/ml of Acridine Orange and DNA integrity was evaluated
by fluorescence microscope using 460~470 nm emission filter. Sperm DNA integrity assessed as green
color is double stranded DNA and red one is single stranded DNA (denatured form).

Results: In total semen sample, the mean percentage of sperm with denatured DNA was tend to increase
after processing with swim-up (30.8%) and density-gradient centrifugation (35.2%) compared with washing
sperm (25.5%). Also, when the result was examined on fertile evaluation, denatured DNA percentage of
infertile group (35.3%, 47.0% & 20.6%) was more increased by semen processing technique than that of
fertile group (24.2%, 40.8% & 17.9%).

Conclusions: Our data indicated the potential detrimental effect of density-gradient centrifugation on
sperm DNA integrity. Also, the mean percentage of denatured DNA was higher in the infertile group than
fertile group.
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