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Interpretation of Genotype x Environment Interaction for Sesame Yield
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Table 1 Addictive mam effects and multiplicative interaction analysis of variance for
grain yieldkg 10a™) including three interaction principal component analysis(IPCA)
axes

Source of variation - df Sum of Squares Mean Squares F-test
Total 377 . 353756.41| . oo
Treatment 127 ) 333737.70 2627.85 *%
Replications 2 362.90 181.45
enotype 6 4792.31 798.71 *¥
Environment ‘ 17 290476.88 17086.87 *k
GXE 102 37904.90 371.61 ok
IPCAl 22 18127.05 823.95 *k
IPCA2 20 9829.81 491.49 *ok
IPCA3 18 . 4590.05 255.00 *k
IPCA4 16 ' 2784.08 174.00 *
Residual 26 2573.91 98.99
Error 250 20018.71 80.07
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Fig.1 Biplot of interaction principal component axis(IPCA) 1 aganist mean yield of 7 genotypes(circles)
in 18 environments(trangles) Line codes are Gl:Ansankkae G2Tksan14,G3 Tksan15,G4:Suwon169,
G5:Suwon170,G6- Yanghukkae, G7- Yangbaekkae, E1:Choongj u(l%)m&oong)u(l%),E&quong;u(ZXX))
E4:Iksan(1998), E5:Iksan(1999), E6:Iksan (2000),E7: Jinju(1998),E8: Jinju(1999),E9: Jinju
(2000),E10:Naju(1998),E11:Naju(1999) E12:Naju(2000),E13:Suwon(1998) E14:Suwon
(1999),E15:Suwon(2000),E16: Taegu(1998),E17: Taegu(1999),E18: Taegu(2000)
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Fig.2 Bnplot of interaction principal component axis(IPCA)1 against IPCA2 for yield of
7 genotypes(circles) in 18 environments(triangles)



