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Table 1. Parental polymorphism survey using SSR, AFLP, SNP markers.

marker No. of Marker/Primer No. of Polymorphism
SSR 150 97

AFLP 6 15

SNP 2 2

Table 2. Characteristics of Pureunkong X Jinpumkong 2 genetic linkage map.

Characteristics ) Pureunkong X Jinpumkong 2
SSR loci(no.) 85
AFLP loci(no.) 15
SNP loci(no.)
Morphological loci(no.)
Linked loci(no.) 75
Linked groups(no.) 13
Estimated genome size(cM) 384.3
Average two marker interval(cM) 5.1
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Fig 1. Linkage map of chromosome of soybean using SSR, AFLP, SNP markers.
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