C5. Isolation of wounding or low temperature inducible genes
in Glycin max. L. (294 2Eg 20 $3H9E 44 224)

Seong-Whan Park, Kee-Young Kim, Ja-Woong Kim, Min-Ho Hwang, Young-Soo
Chung, and Jai-Heon Lee"

Faculty of Natural Resources and Life Science, Dong-A University, Busan 604-714

/\!ﬁ‘ .ELQ
2EdZ Aol g #LHE FARES Lok, 1 4 WAL, vYHoZ {49
#4742 22Ydte, 2 /548D U6 UF AL BHoz ¢

SANNE  ALE2E
RNA &3 : AF 0, 3, 6, 12, 24X A A3 Jozry &
SSH : Clontech PCR-select ¢cDNA subtraction kitE ©] &

(O SSH "9{& o] &3] 200049709 wounding-inducible - low temperature inducible
clone® 3®3¥31, Dot blot hybridization® %38 ©lEZ%E 50719 wounding
inducible gene® 100782} low temperature inducible geneg AP rh o]E9 F7A
de BM3td database search® $3 Z 4RSS 715e F33%h

O W23 clone (heat shock-like protein homologue)2 A Az ¥ 3AZbA 6A1ZF Alo]
of ZstA THHY saltA o] gHME FIA L@ = HA

(O W51 clone(cytokinin-repressed protein CR9 homologue)& 43 A& F 6A17 AFJ
AatA dEE, dx A AldE $do] FEHUY.

(O W114 clone(lipoxigenase L-5 homologue)< systemic wounding * 2] elAgt Eo]3
o2 ddo] FEHUH

(O W143 clone(DFR-like protein homologue)& UF7|o) ua} ©@o) zHFw Az
saltxglo] o Lol FTHU

O Low temperature inducible gene®l w3 northern®4 3, 2t clone® 2] full sequenceE
a7] 9% RACE A8l 84 18 Fo i

1) 44 A3} 051-200-7592 E-mail: jhlee@mail donga.ackr

-66-



Table 1. Wounding inducible clones
Clone # | Homology to {% identity) Cione # | Homology to (%identity)
CCAAT-binding transcription factor subunit B
W12 pathogenesis related protein [H. vulgare] (48%) ;| W157 IN. tabacum (70%)
. Similar to receplor-like serine/threonine kinase
w23 heat shock-like protein [P. glauca) (45%) w179 [A. thaliana] {50%)
w3l beta-amyrin synthase [G. glabra] (83%) w244 Pent: ic poly in [N. tab: ) {98%)
Zinc ionein class Il h [
w37 1P hybridal (40%) ware Vegetative storage protein [G. max] (98%)
w51 Cytokinin-repressed protein CR8 w313 Retrovirus-like element calypso2-2
IC. sativus] (7T4%} {G. max] (93%)
W86 putative alanine ami ase w320 Retroel t diaspora gag-pol polyp
A, thatiana] (74%) [G. max] (85%)
. . . : Celi wall protein (SbPRP3) precursor
w107 Proline-rich protein {A. thaliana) (42%) wazs (G, max] (100%)
w114 Lipoxygenase L-5 [G. max] (84%) w463 Nodulin-26 [G. max] (93%)
Oligouridylate binding protein Putative glycine dehydrogenase
W123 | N, ptumbaginifolial (81%) W646 | (A thaliana] (93%
w139 Acyl-CoA synthetase [B. napus] (62%) w732 Histon H2A [A. thaliana] (96%)
w143 Dihydrofiavonol 4-reductase-like
JA. thaliana) (87%])
Table 2. Low temperature inducible clones
Clone # | Homoiogy to {% identity) Clone # | Homology to (%!dentity)
Putative retroelement pol polyprotein 3
LT3 [A_thaliana] (33%) L{T211 pB0 TNF-alpha receptor [M. muscuius] (44%)
LT39 Vegetative storage protein [G. max] (96%) LT216 | ATPase a subunit [L. japonicus) (94%)
Retrovirus-like element Calypso2-1
LT50 {G. max] (87%) L7222 | Cytochrome P450 CYP93D1 [G. max] (64%)
LT66 Cold stress protein SRC1 [G. max] (85%) LT248 | RNA helicase, putative [A. thaliana] (73%)
TLT60 Putative transposase [Oriza sativa} (45%) LT253 | Nodulinvlike protein [A. thaliana] (56%)
LTe8 Putative ABC transporter [A. thaliana] (81%) LT258 | Glycolate oxidase [L. esculentum] (88%)
LT400 | eEF-1a[G. max] (97%) LT375 | Nonsymbiotic hemoglobin [G. max]
LT108 Putative senescence-associated protein L7383 Putative MYB family transcription factor
[P_sativum] (97%) JA. thaliana} (51%)
LT110 Acetyl CoA beta-carboxyitransferase subunit LT41g | Granule-bound starch synthase
(G. max}(87%) [P. frutescens] (82%)
LT114 | Metalioproteinase (G. max] (36%} LT479 | Fructose-bisphosphatase [P. sativum] (98%)
Retr t pol polyprotein-lik . : i
LT121 [A. thaliana] (82%) LT629 Cold stress protein Peaci11.8 [P. sativum] (74%})
LT4714 Rubisco activase [M. domestica) (91%) LT667 Nodulin-26 [G. max] {93%)
. . Translation elongation factor EF-G
LT182 | lasparaginase [A. thaliana) (91%) i.T731 [G. max} (99%)
LT199 | Phioem specific protein [V. faba] (36%) [

Figure 1. Northern blot analysis of wounding inducible genes.
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